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Abstract: Signal transducer and activator of transcription 3 (STAT3) signaling is a major driver of
colorectal cancer (CRC) growth, however therapeutics, which can effectively target this pathway,
have so far remained elusive. Here, we performed an extensive screen for STAT3 inhibitors among
a library of 1167 FDA-approved agents, identifying Ponatinib as a lead candidate. We found that
Ponatinib inhibits STAT3 activity driven by EGF/EGFR, IL-6/IL-6R and IL-11/IL-11R, three major
ligand/receptor systems involved in CRC development and progression. Ponatinib was able to inhibit
CRC migration and tumor growth in vivo. In addition, Ponatinib displayed a greater ability to inhibit
STAT3 activity and mediated superior anti-proliferative efficacy compared to five FDA approved SRC
and Janus Kinase (JAK) inhibitors. Finally, long-term exposure of CRC cells to Ponatinib, Dasatinib
and Bosutinib resulted in acquired resistance to Dasatinib and Bosutinib occurring within six weeks.
However, acquired resistance to Ponatinib was observed after long-term exposure of >4 months.
Overall, our results identify a novel anti-STAT3 property of Ponatinib and thus, Ponatinib offers a
potential therapeutic strategy for CRC.

Keywords: STAT3; CRC; Ponatinib; EGFR; interleukin signaling

1. Introduction

Colorectal cancer (CRC) is one of the leading causes of cancer mortality [1,2]. First and
second-line therapy in the metastatic setting consists of fluoropyrimidine based chemotherapy, in
which 5-fluorouracil or capecitabine is combined with either oxaliplatin or irinotecan [3–5]. Targeted
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therapy has emerged as a treatment option for CRC patients. These include the epidermal growth
factor receptor (EGFR) inhibitors cetuximab and panitumumab and the vascular endothelial growth
factor an inhibitor bevacizumab [6–8]. However, despite these agents producing improvements in
patient outcome, treatment failure is frequently observed and 5-year survival rates for patients with
metastatic disease remains below 15% [9,10]. These disappointing outcomes highlight the requirement
for continued evaluation for improved therapeutic agents, in particular those that target critical
oncogenic molecules and pathways.

Signal transducer and activator of transcription 3 (STAT3) is a pro-tumorigenic transcription factor
that is frequently hyper-activated in many types of tumors including CRC [11]. Considerable evidence
has demonstrated an essential role for STAT3 in the regulation of genes such as SOCS3, cyclin D1 and
HIF1α in promoting tumor cell proliferation, migration, invasion and resistance to therapies [11,12].
STAT3 is phosphorylated in response to the activation of several cytokine receptors in the IL-6 cytokine
receptor family in conjunction with their co-receptor gp130 and by growth factor receptors including
the EGFR [13]. Both IL-6 and EGFR play critical roles in the pro-oncogenic properties of STAT3 [14–16].
Recently, another IL-6 cytokine family member, IL-11 was observed in high abundance in CRC tumor
samples and correlated with increased phosphorylated STAT3 levels [17]. In addition, non-receptor
kinases including SRC and Janus Kinase (JAK) also activate STAT3 [18,19]. Therefore, targeting the
STAT3 signaling axis represents an important and rationale approach for the clinical management of
patients with CRC.

However, direct inhibitors of STAT3 have not progressed beyond early-phase clinical trials [20,21].
Agents that target molecules upstream of STAT3 such as SRC and JAK inhibitors have also
demonstrated modest clinical efficacy [22,23], which may at least in part be due to other uninhibited
ligand–receptor systems inducing compensatory signaling and subsequently allow for the re-activation
of critical tumor promoting downstream molecules such as STAT3. Indeed, we and others have
demonstrated that blocking one receptor is not sufficient in inhibiting STAT3 activity, as other
uninhibited pathways such as those driven by EGFR, IL-6R and IL-11R can reactivate STAT3, leading
to continued tumor growth and refractory outcomes clinically [16,24,25]. Given that (1) STAT3 is
consistently found to be hyper-activated in CRC; (2) STAT3 pro-tumorigenic properties are commonly
mediated through EGF, IL-6 and IL-11 ligand/receptor systems in CRC; (3) STAT3 is often re-activated
through uninhibited ligand/receptor systems; and (4) a successful anti-STAT3 agent has yet to be
approved in any cancer setting, we explored the possibility of identifying agents currently approved
for other indications that may also display novel anti-STAT3 activity. Importantly, identifying an agent
that could inhibit STAT3 activity driven through an EGF, IL-6 and IL-11 ligand/receptor system may
limit compensatory or re-activation of STAT3 and potentially reduce the likelihood of tumor resistance.

One of the most successful tyrosine kinases inhibitors in cancer treatment is the BCR-ABL inhibitor
Imatinib, an effective first-line therapy for patients with chronic myeloid leukemia (CML) [26–28].
However, resistance to Imatinib is commonly observed, leading researchers to generate second-line
BCR-ABL inhibitors including Dasatinib [29] and Nilotinib [30]. Kinase domain mutations in BCR-ABL,
particularly the BCR-ABLT315I mutation, confer resistance to Dasatinib, Nilotinib and Imatinib.
Therefore, a third generation agent, Ponatinib (Iclusig™; ARIAD Pharmaceuticals, Cambridge, MA,
U.S.A.) [31,32] was designed as a pan-inhibitor of BCR-ABL including the BCR-ABLT315I mutation and
has shown exciting results in CML patients who harbor the BCR-ABLT315I mutation [33,34].

Here we identify Ponatinib from a large panel of approved therapeutics, to have an additional
novel property of inhibiting STAT3 activity driven by multiple ligand-receptor systems. Ponatinib
displayed superior inhibition of STAT3 activity compared to currently approved SRC and JAK
inhibitors. We also demonstrate that Ponatinib can successfully inhibit CRC cell migration and
tumor growth in vivo. In summary, Ponatinib has the potential to be re-purposed as a STAT3 inhibitor
for the treatment of patients with CRC.
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2. Results

2.1. IL-11-STAT3 Signaling Enhances Tumor Growth

To investigate if a high level of IL-11-STAT3 signaling correlates with patient outcome in CRC, we
examined if the association of expression levels of IL-11, IL-11R and SOCS3 correlated with outcome
in the TCGA cohort. CRCs with high composite expression of these three readouts of STAT3 signaling
had significantly worst overall survival compared to tumors with low composite expression (n = 350;
Figure 1A). To directly determine the effect of activated STAT3 signaling on tumor growth we next
stably transfected the IL-11Rα subunit into DLD-1 and SW48 CRC cells. IL-11Rα over-expressing cells
displayed increased STAT3 activity and SOCS3 gene expression (Figure S1) and enhanced subcutaneous
xenograft growth compared to parental cells (Figure 1B,C).
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Figure 1. IL-11 signaling is associated with poorer survival in colorectal cancer (CRC) patients and 
drives increased tumor growth. (A) The relationship between high (Green) and low (Red) 
IL-11-IL-11Rα-SOCS3 gene expression with patient survival was determined through mining a 
SurvExpress TCGA dataset. Kaplan-Meier survival curves were evaluated from the TCGA, n = 350; 
Risk group hazard ratio = 1.13 (Conf. Int. 1.15~2.93); * p < 0.05. (B) DLD-1 control (•) and IL-11Rα 
transfected stable clones (IL-11R-1 ( ) and IL-11R-2 (Δ)) and (C) SW48 control (•) and IL-11Rα 
transfected stable clones (IL-11R-1 ( ) and IL-11R-2 (Δ)) were inoculated subcutaneously into both 
flanks of BALB/cnu−/nu− female mice and measured for tumor volume. Data shown represents mean ± 
SEM (n = 10 tumors/group). 

2.2. Ponatinib Inhibits STAT3 Phosphorylation and Transcriptional Activity 

It is clear that IL-11-STAT3 signaling plays a central role in cancer progression [17]. However, 
many receptor systems including the EGFR and IL6R activate STAT3, potentially leading to 

Figure 1. IL-11 signaling is associated with poorer survival in colorectal cancer (CRC) patients
and drives increased tumor growth. (A) The relationship between high (Green) and low (Red)
IL-11-IL-11Rα-SOCS3 gene expression with patient survival was determined through mining a
SurvExpress TCGA dataset. Kaplan-Meier survival curves were evaluated from the TCGA, n =
350; Risk group hazard ratio = 1.13 (Conf. Int. 1.15~2.93); * p < 0.05. (B) DLD-1 control ( ) and
IL-11Rα transfected stable clones (IL-11R-1 (�) and IL-11R-2 (∆)) and (C) SW48 control ( ) and IL-11Rα
transfected stable clones (IL-11R-1 (�) and IL-11R-2 (∆)) were inoculated subcutaneously into both
flanks of BALB/cnu−/nu− female mice and measured for tumor volume. Data shown represents mean
± SEM (n = 10 tumors/group).

2.2. Ponatinib Inhibits STAT3 Phosphorylation and Transcriptional Activity

It is clear that IL-11-STAT3 signaling plays a central role in cancer progression [17]. However, many
receptor systems including the EGFR and IL6R activate STAT3, potentially leading to compensatory
re-activation of STAT3 when only one of these receptor systems is inhibited. Thus, we set out to
identify novel inhibitors that could block STAT3 activation driven by all three receptor systems (EGFR,
IL-6R and IL-11R) amongst a panel of 1167 FDA-approved agents. We used a luciferase-based screen
where DIFI and DLD-1 cells were infected with an STAT3 reporter adenovirus and then stimulated
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with either EGF (DIFI cells) or IL-6 (DLD-1 cells) with or without each inhibitor at 10 µM. The DIFI
and DLD-1 cell lines were chosen based on their high STAT3 transcriptional activity in response to
EGF and IL-6 respectively. Our initial screen identified 89 and 92 agents that could inhibit EGF or
IL-6 mediated STAT3 transcriptional activity respectively by at least 50% at 10 µM (Figure 2A; Table
S1). Fifty-one of these agents could inhibit both EGF (in DIFI cells) and IL-6 (in DLD-1 cells) driven
STAT3 activity (Figure 2A,B; Table S2). A secondary screen of these 51 agents identified 18 and 26
agents that could inhibit EGF or IL-6 mediated STAT3 phosphorylation respectively by at least 50% at
10 µM (Figure 2C; Table S2). Fourteen of these agents could inhibit both EGF (in DIFI cells) and IL-6
(in DLD-1 cells) driven STAT3 phosphorylation (Figure 2C,D; Table S2). Amongst these inhibitors,
11 and 9 agents inhibited EGF or IL-6 mediated STAT3 phosphorylation at the lower dose of 1 µM,
respectively (Figure 2C; Table S2). Five of these agents (including Ponatinib) reduced both EGF and
IL-6 induced STAT3 phosphorylation at 1µM (Figure 2C,D; Table S2). Ponatinib also inhibited EGF
and IL-6 induced SOCS3 gene expression (Figure S2).Cancers 2018, 10, x 5 of 19 
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Figure 2. Ponatinib inhibits EGF, IL-6 and IL-11 mediated STAT3 activity. (A) Venn diagram 
summarizing the number of agents that could inhibit EGF, IL-6 or both EGF and IL-6 mediated 
STAT3 transcriptional activity by greater than 50% compared to control treated cells. (B) The effect 
of Ponatinib on EGF and IL-6 mediated STAT3 transcriptional activity. Data represents relative 
luciferase activity relative to control, mean ± SD, * p < 0.001. (C) Venn diagrams summarizing the 
number of agents that could inhibit EGF, IL-6 or both EGF and IL-6 mediated STAT3 
phosphorylation by greater than 50% compared to control treated cells at 1 µM and 10 µM as 
determined by densitometry of western blot bands. Cells were treated with (D) EGF or IL-6 ± 
Ponatinib, or (E) IL-11 ± Ponatinib and then assessed for Phospho-STAT3, STAT3 and GAPDH 
expression by western blot. 
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Figure 2. Ponatinib inhibits EGF, IL-6 and IL-11 mediated STAT3 activity. (A) Venn diagram
summarizing the number of agents that could inhibit EGF, IL-6 or both EGF and IL-6 mediated
STAT3 transcriptional activity by greater than 50% compared to control treated cells. (B) The effect of
Ponatinib on EGF and IL-6 mediated STAT3 transcriptional activity. Data represents relative luciferase
activity relative to control, mean ± SD, * p < 0.001. (C) Venn diagrams summarizing the number of
agents that could inhibit EGF, IL-6 or both EGF and IL-6 mediated STAT3 phosphorylation by greater
than 50% compared to control treated cells at 1 µM and 10 µM as determined by densitometry of
western blot bands. Cells were treated with (D) EGF or IL-6 ± Ponatinib, or (E) IL-11 ± Ponatinib and
then assessed for Phospho-STAT3, STAT3 and GAPDH expression by western blot.
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As IL-11 clearly enhances CRC tumorigenicity, we concurrently evaluated whether the 51 agents
that could inhibit EGF and IL-6 mediated STAT3 activity, could also block IL-11 driven STAT3 activation.
Thirteen out of 51 agents reduced IL-11 mediated STAT3 transcriptional activity by greater than 50% at
1 µM in DLD-1, SW48 and LIM1215 cells (Table S2). Of these 13, only Ponatinib demonstrated the ability
to inhibit STAT3 phosphorylation and transcriptional activity driven by all three ligands in all cell
lines tested across our screening process. Ponatinib reduced IL-11 mediated STAT3 phosphorylation
(Figure 2E, Figure S3A). Similarly to IL-6 and IL-11, Ponatinib reduced STAT3 phosphorylation induced
by another IL-6 cytokine family member, LIF in a dose dependent manner in DIFI, DLD-1 and SW48
(Figure S3D).

2.3. Reduces STAT3 Localization and Function in the Nucleus

As Ponatinib reduced STAT3 phosphorylation and transcriptional luciferase activity, we next
explored whether Ponatinib could inhibit STAT3 localization and transcriptional function in the
nucleus. DLD-1 cells transiently transfected with STAT3-GFP and stimulated with IL-11 displayed
an increase in STAT3 nuclear to cytoplasmic ratio compared to unstimulated cells (1.39 vs. 1.06)
(Figure 3A). Ponatinib significantly reduced the STAT3 nuclear to cytoplasmic ratio mediated by IL-11
at both 0.1 µM (1.09) and 1 µM (1.02) (Figure 3A). As STAT3 dimer and tetramer formation in the
nucleus has been shown to be important for regulating gene expression [35] we next determined if
Ponatinib could reduce STAT3 dimer and tetramer formation. DLD-1 cells transiently transfected with
STAT3-GFP and stimulated with IL-11 displayed an increase in STAT3 dimer and tetramer formation
within 15–30 min of stimulation (Figure 3B,C), while Ponatinib significantly inhibited IL-11 induced
STAT3 dimer and tetramer formation in DLD-1 cells equivalent to basal levels (Figure 3B–D). Finally,
as Ponatinib reduced STAT3 nuclear localization and dimer and tetramer formation in the nucleus
we examined if Ponatinib could reduce gene expression driven by STAT3. IL-11 triggered increased
SOCS3 gene expression in DIFI, DLD-1 and SW48 cells while Ponatinib reduced this IL-11 mediated
SOCS3 gene expression in a dose dependent manner (Figure 3E). This was further confirmed in four
other CRC cell lines (Figure S2C).

2.4. Ponatinib Displays a Broader Range of Anti-STAT3 Activity Compared to SRC and JAK Inhibitors

We next sought to investigate how Ponatinib’s additional ability to inhibit STAT3 activity
compared to five other FDA approved agents (Ruxolitinib, Dasatinib, Bosutinib, Ibrutinib and
Tofacitinib) which inhibit amongst other targets the SRC or JAK kinases directly upstream of STAT3.
Ponatinib was the only agent that could significantly inhibit STAT3 activity driven by EGF (Figure 4A,
Figure S4A), IL-6 (Figure 4B, Figure S4B), and IL-11 (Figure 4C,D, Figure S4C,D). Unlike Ponatinib,
the inhibitors that could block SRC and JAK activity could only inhibit STAT3 activity driven by one
or two of the ligand/receptor systems tested but not all three. We also demonstrated that Ponatinib
was able to inhibit IL-11-mediated JAK2 phosphorylation (Figure 4E). Interestingly, the inhibitors
that could block IL-11 mediated STAT3 activity (Ponatinib, Ruxolitinib and Tofacitinib) also blocked
IL-11-mediated JAK2 activity, and those that could not (Dasatinib, Bosutinib, Ibrutinib) also did not
block JAK2 activity. Similarly, Ponatinib was the only agent that could inhibit cell viability in all seven
colon cancer cell lines and three primary CRC cell lines (Figure 4F,G; Figure S4E) by greater than 50%.

Continued or re-activated compensatory downstream signaling initiated by alternative
un-inhibited receptors often provides acquire resistance to current targeted therapeutics. Our present
data led us to speculate that Ponatinib may have superior properties in preventing re-activation of
STAT3 compared to other inhibitors that can block SRC and JAK activity due to its ability to inhibit
three key receptors involved in STAT3 activation. To evaluate the potential of acquired resistance to
either Ponatinib or the SRC and JAK inhibitors we co-cultured DLD-1 cells with continuous, increasing
doses of Dasatinib, Bosutinib and Ponatinib for six weeks (Figure 5A). Cells cultured in the presence of
Ponatinib did not proliferate when doses were increased and thus a maintenance dose of 0.1 µM was
used throughout the six weeks treatment period. Cells treated with Dasatinib or Bosutinib however
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could tolerate small incremental dose increases over the six weeks treatment period until a final dose
of 1.5 µM was reached. Strikingly, cells treated long-term with Dasatinib (designated DLD-1-Das) or
Bosutinib (designated DLD-1-Bos) displayed enhanced resistance within six weeks of treatment but
importantly, these Dasatinib-refractory and Bosutinib-refractory cells maintained their sensitivity to
Ponatinib at comparable levels to that of the parental cell line (Figure 5B,C). However, cells that were
co-cultured in the presence of Ponatinib (designated DLD-1-Pon) remained equally as sensitive to
Ponatinib as the Ponatinib-treatment naïve parental DLD-1 cells (Figure 5D).
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assessed for SOCS3 gene expression by qPCR; * p < 0.05; ** p < 0.01 relative to control. 

Figure 3. Ponatinib Inhibits STAT3 nuclear localization, dimer and tetramer formation and STAT3
regulated gene expression. (A) DLD-1 cells were transfected with STAT3-GFP for 48 h, and then
treated with IL-11 with or without 0.1 µM and 1.0 µM Ponatinib for 1 h. Cells were then fixed,
permeabilized and stained with DAPI. Nuclear and cytoplasmic localization of STAT3 was then
performed and presented as a ratio of nuclear compared to cytoplasmic localization * p < 0.05 relative to
IL-11 stimulated cells (n = 3). DLD-1 cells were transfected with STAT3-GFP and assessed for (B) STAT3
dimer and (C) tetramer formation upon stimulation with IL-11 ± Ponatinib (1 µM) (n = 8 cells). (D)
Intensity and brightness maps of STAT3-GFP oligomerization at 0, 30 and 60 min after IL-11 stimulation
± Ponatinib in DLD-1 cells. (E) Cells were treated with IL-11 ± Ponatinib and then assessed for SOCS3
gene expression by qPCR; * p < 0.05; ** p < 0.01 relative to control.
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Figure 4. Ponatinib displays broader STAT3 inhibition compared to SRC and JAK inhibitors. Cells 
were treated with (A) EGF, 50 ng/mL (DIFI), (B) IL-6, 50 ng/mL (DLD-1), (C) IL-11, 100 ng/L (DLD-1), 
(D) IL-11, 100 ng/L (SW48) ± 1 µM Ponatinib, Ruxolitinib, Dasatinib, Bosutinib, Ibrutinib or 
Tofacitinib for 1 h and then assessed for Phospho-STAT3, STAT3 and GAPDH expression by western 
blot. (E) DLD-1 cells were treated with IL-11, 100 ng/mL ± 1 µM Ponatinib, Ruxolitinib, Dasatinib, 
Bosutinib, Ibrutinib or Tofacitinib for 1 h and then assessed for Phospho-JAK2, JAK2 and GAPDH 
expression by western blot. (F) DLD-1 (), DIFI ( ) and SW48 (horizontal lines) and (G) CPP14 (), 
CPP19 ( ) and CPP35 (horizontal lines) were treated with ± 1 µM Ponatinib (Pon), Ruxolitinib (Rux), 
Dasatinib (Das), Bosutinib (Bos), Ibrutinib (Ibrut) or Tofacitinib (Tof) for 72 h. Cell viability was then 
determined using a commercially available Cell Titer-Glo kit and samples read on a bioluminometer. 
Data is expressed as % viability compared to untreated control cells ± S.D of at least 3 independent 
experiments, each with 3 experimental replicates; * p < 0.05; ** p < 0.01; *** p < 0.001. 

Figure 4. Ponatinib displays broader STAT3 inhibition compared to SRC and JAK inhibitors. Cells were
treated with (A) EGF, 50 ng/mL (DIFI), (B) IL-6, 50 ng/mL (DLD-1), (C) IL-11, 100 ng/L (DLD-1), (D)
IL-11, 100 ng/L (SW48) ± 1 µM Ponatinib, Ruxolitinib, Dasatinib, Bosutinib, Ibrutinib or Tofacitinib
for 1 h and then assessed for Phospho-STAT3, STAT3 and GAPDH expression by western blot. (E)
DLD-1 cells were treated with IL-11, 100 ng/mL ± 1 µM Ponatinib, Ruxolitinib, Dasatinib, Bosutinib,
Ibrutinib or Tofacitinib for 1 h and then assessed for Phospho-JAK2, JAK2 and GAPDH expression by
western blot. (F) DLD-1 (�), DIFI (�) and SW48 (horizontal lines) and (G) CPP14 (�), CPP19 (�) and
CPP35 (horizontal lines) were treated with ± 1 µM Ponatinib (Pon), Ruxolitinib (Rux), Dasatinib (Das),
Bosutinib (Bos), Ibrutinib (Ibrut) or Tofacitinib (Tof) for 72 h. Cell viability was then determined using
a commercially available Cell Titer-Glo kit and samples read on a bioluminometer. Data is expressed as
% viability compared to untreated control cells ± S.D of at least 3 independent experiments, each with
3 experimental replicates; * p < 0.05; ** p < 0.01; *** p < 0.001.
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Figure 5. Cells do not acquire resistance to Ponatinib as rapidly as Dasatinib and Bosutinib. (A) 
Schematic of long-term treatment with Dasatinib, Bosutinib and Ponatinib. DLD-1 cells were treated 
with continuous, increasing doses of Dasatinib, Bosutinib and Ponatinib for six weeks and then 
assessed for cell viability in comparison to control DLD-1 cells. (B) DLD-1 () and DLD-1-Das cells 
( ), were treated with ± Dasatinib or Ponatinib for 72 h. Cell viability was then determined using a 
commercially available Cell Titer-Glo kit and samples read on a bioluminometer. Data is expressed 
as % viability compared to untreated control cells ± S.D. (C) DLD-1 () and DLD-1-Bos cells ( ), were 
treated with ± Bosutinib or Ponatinib for 72 h. Cell viability was then determined as outlined above. 
(D) DLD-1 () and DLD-1-Pon cells ( ), were treated with ± Ponatinib for 72 h. Cell viability was 
then determined as outlined above. (E) DLD-1 () and DLD-1 cells that had been co-cultured in the 
presence of Ponatinib for 15, 35 and 45 weeks ( ), were treated with ± Ponatinib for 72 h. Cell 
viability was then determined as outlined above. (F) SW48, DIFI and LIM1215 cells () and their 
counterparts that had been co-cultured in the presence of Ponatinib for greater than four months ( ), 
were treated with ± Ponatinib for 72 h. Cell viability was then determined as outlined above from at 
least three independent experiments, each with 3 experimental replicates; * p < 0.05; ** p < 0.01. 

Figure 5. Cells do not acquire resistance to Ponatinib as rapidly as Dasatinib and Bosutinib. (A)
Schematic of long-term treatment with Dasatinib, Bosutinib and Ponatinib. DLD-1 cells were treated
with continuous, increasing doses of Dasatinib, Bosutinib and Ponatinib for six weeks and then assessed
for cell viability in comparison to control DLD-1 cells. (B) DLD-1 (�) and DLD-1-Das cells (�), were
treated with ± Dasatinib or Ponatinib for 72 h. Cell viability was then determined using a commercially
available Cell Titer-Glo kit and samples read on a bioluminometer. Data is expressed as % viability
compared to untreated control cells ± S.D. (C) DLD-1 (�) and DLD-1-Bos cells (�), were treated
with ± Bosutinib or Ponatinib for 72 h. Cell viability was then determined as outlined above. (D)
DLD-1 (�) and DLD-1-Pon cells (�), were treated with ± Ponatinib for 72 h. Cell viability was then
determined as outlined above. (E) DLD-1 (�) and DLD-1 cells that had been co-cultured in the presence
of Ponatinib for 15, 35 and 45 weeks (�), were treated with ± Ponatinib for 72 h. Cell viability was
then determined as outlined above. (F) SW48, DIFI and LIM1215 cells (�) and their counterparts
that had been co-cultured in the presence of Ponatinib for greater than four months (�), were treated
with ± Ponatinib for 72 h. Cell viability was then determined as outlined above from at least three
independent experiments, each with 3 experimental replicates; * p < 0.05; ** p < 0.01.

To determine whether acquired resistance to Ponatinib would arise from longer continuous
treatment, we cultured DLD-1, SW48, DIFI and LIM1215 cells in the continuous presence of Ponatinib
for several months. DLD-1 cells treated with Ponatinib for 15 and 35 weeks continued to demonstrate
similar sensitivity to Ponatinib compared to untreated parental DLD-1 cells (Figure 5E). Acquired
resistance was finally observed after 45 weeks of Ponatinib exposure (Figure 5E). Similarly, SW48, DIFI
and LIM1215 cells continuously cultured in the presence of Ponatinib for at least 20 weeks maintained
a similar sensitivity to Ponatinib compared to treatment-naïve parental cells (Figure 5F).

2.5. Ponatinib Inhibits Cell Proliferation, Migration and Tumor Growth In Vivo

Given we demonstrate that Ponatinib could inhibit cell proliferation in seven human CRC cell
lines and three primary CRC cell lines (Figure 4; Figure S4) we next tested the anti-proliferative effects
of Ponatinib on a further 13 human CRC cell lines. Ponatinib facilitated greater than 50% inhibition
of cell proliferation in all 20 CRC cell lines (Figure 6A) and once more displayed more consistent
inhibition of proliferation of these cell lines compared to Dasatinib and Bosutinib (Table S3). Ponatinib
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also inhibited the “wound healing” of six CRC cell lines in a dose dependent manner (Figure 6B–E;
Figure S5). Likewise, Ponatinib doses of 30 mg/kg significantly reduce tumor growth and tumor mass
(Figure 7A–D) compared to tumors from control treated mice. DLD-1 xenografts also demonstrated
significant reduction at the 10 mg/kg dose of Ponatinib. Importantly, Ponatinib significantly reduced
STAT3 phosphorylation in tumor tissue after a single dose of 30 mg/kg compared to vehicle control
(Figure 7E).
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Figure 6. Ponatinib inhibits cell proliferation and migration. (A) Cells were treated with vehicle () 
or 1 µM Ponatinib ( ) for 72 h. Cell viability was then determined using a commercially available 
Cell Titer-Glo kit and samples read on a bioluminometer. Data is expressed as % viability compared 
to untreated control cells ± S.D. (B) DLD-1 and (C) SW48 cells were grown to confluency, then 
“wounded” at time 0 h. Cells were then treated with 0, 0.1, 0.5 and 1 µM of Ponatinib for 48 h. Images 
of wound healing were taken at 0, 24 and 48 h post Ponatinib treatment. Graphical representation of 
% wound remaining relative to control treated cells at time 0 h for (D) DLD-1 and (E) SW48 cells 
treated with Ponatinib at 0 (○), 0.1 (), 0.5 (▲) or 1 µM (•). Results are normalized to untreated 

Figure 6. Ponatinib inhibits cell proliferation and migration. (A) Cells were treated with vehicle (�) or
1 µM Ponatinib (�) for 72 h. Cell viability was then determined using a commercially available Cell
Titer-Glo kit and samples read on a bioluminometer. Data is expressed as % viability compared to
untreated control cells ± S.D. (B) DLD-1 and (C) SW48 cells were grown to confluency, then “wounded”
at time 0 h. Cells were then treated with 0, 0.1, 0.5 and 1 µM of Ponatinib for 48 h. Images of wound
healing were taken at 0, 24 and 48 h post Ponatinib treatment. Graphical representation of % wound
remaining relative to control treated cells at time 0 h for (D) DLD-1 and (E) SW48 cells treated with
Ponatinib at 0 (#), 0.1 (�), 0.5 (N) or 1 µM ( ). Results are normalized to untreated control. Data
points represent mean ± SD of at least three independent experiments, each with three experimental
replicates; * p < 0.05; ** p < 0.01; *** p < 0.001.
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Figure 7. Ponatinib inhibits tumor growth in vivo. (A,B) DLD-1 and (C,D) SW48 cells were 
subcutaneously injected into BALB/cnu/nu female mice. On day 14 when mean tumor volume had 
reached 100–150 mm3, mice were randomly separated into three groups and treated orally with daily 
doses of Ponatinib at 0 (○), 10 () or 30 mg/kg (▲) for 10 days between days 14–23 post inoculation. 
(A) DLD-1 and (C) SW48 data shown represents mean ± SEM (n = 10–12 tumors/group), and tumor 
mass at the end of the experiment were weighed for (B) DLD-1 and (D) SW48 and presented as mean 
tumor mass ± S.D. (n = 10–12/group) ** p < 0.01 and *** p < 0.001 relative to the vehicle treated group. 
(E) Mice bearing DLD-1 xenografts of approximately 200 mm3 were treated orally with Ponatinib at 
doses of 0 or 30 mg/kg for 2 h. Xenografts were then removed, embedded in paraffin and sections 
were stained for phosphorylated STAT3. H Scores were assigned based on staining intensity of at 
least three random fields of view from four sections from each group; * p < 0.05; ** p < 0.01; *** p < 
0.001. 

Figure 7. Ponatinib inhibits tumor growth in vivo. (A,B) DLD-1 and (C,D) SW48 cells were
subcutaneously injected into BALB/cnu/nu female mice. On day 14 when mean tumor volume had
reached 100–150 mm3, mice were randomly separated into three groups and treated orally with daily
doses of Ponatinib at 0 (#), 10 (�) or 30 mg/kg (N) for 10 days between days 14–23 post inoculation.
(A) DLD-1 and (C) SW48 data shown represents mean ± SEM (n = 10–12 tumors/group), and tumor
mass at the end of the experiment were weighed for (B) DLD-1 and (D) SW48 and presented as mean
tumor mass ± S.D. (n = 10–12/group) ** p < 0.01 and *** p < 0.001 relative to the vehicle treated group.
(E) Mice bearing DLD-1 xenografts of approximately 200 mm3 were treated orally with Ponatinib at
doses of 0 or 30 mg/kg for 2 h. Xenografts were then removed, embedded in paraffin and sections
were stained for phosphorylated STAT3. H Scores were assigned based on staining intensity of at least
three random fields of view from four sections from each group; * p < 0.05; ** p < 0.01; *** p < 0.001.

3. Discussion

The tumor microenvironment contains pro-oncogenic factors that support receptor activation
and subsequent tumor growth and metastasis [36]. Amongst the most recognized receptors for
promoting CRC progression are the EGFR, IL-6R and IL-11R systems which all activate the transcription
factor, STAT3 [14,16,17]. However, STAT3 inhibitors that have entered clinical trial have produced
modest results [20,21]. This is highlighted by the most recently reported trial of the STAT3 inhibitor,
Napabucasin which failed to improve overall survival of patients with advanced CRC [37]. Although
not a direct STAT3 inhibitor, our current study identifies an additional anti-STAT3 inhibitory property
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of the multi-kinase inhibitor, Ponatinib, with potent activity against STAT3 driven by the EGF/EGFR,
IL-6/IL-6R and IL-11/IL-11R ligand/receptor systems.

Targeting the EGFR, which is over-expressed in up to 80% of CRC, with specific inhibitors
(cetuximab, panitumumab, gefitinib and erlotinib) represents a key component of clinical management
of patients with CRC [38,39]. However, considerable evidence has demonstrated that EGFR blockade,
or inhibition of other receptor systems such as HER2, MET and IGF-IR leads to enhanced or re-activated
STAT3 activity and subsequent continued tumor progression [24,25]. Furthermore, several reports
indicate that this reactivation of STAT3 occurs through increased expression and secretion of IL-6
following EGFR blockade [24,40,41]. Our current data demonstrated that EGFR inhibitors such as
gefitinib and erlotinib could not inhibit IL-6 or IL-11 mediated STAT3 activation. Thus, our current
data and previous studies suggests that blockade of one receptor system that drives STAT3 activity,
may not be sufficient to prevent overall STAT3 activation as other un-inhibited receptors can provide
compensatory signaling to re-activate STAT3. Collectively, these studies emphasize the requirement to
obstruct multiple pathways that lead to STAT3 activation, a feature unique to Ponatinib from the 1167
FDA-approved agents we screened in our study. Therefore, our findings demonstrating that Ponatinib
can inhibit EGF, IL-6 and IL-11 mediated STAT3 signaling may potentially offer an improved approach
to targeted therapy compared to agents that show specificity to only one pathway.

Our current data demonstrating that Ponatinib can reduce STAT3 phosphorylation, transcriptional
activity, nuclear localization, dimer and tetramer formation and gene regulation indicates that Ponatinib
can inhibit many critical properties of STAT3-driven tumorigenesis. Although we did not specifically
show that Ponatinib could block STAT3 binding to DNA, recent evidence suggests that STAT3 dimers
are required to bind DNA before forming tetramers [35]. Our data showing that Ponatinib blocked
STAT3 tetramer formation indicates indirectly that Ponatinib may be able to inhibit STAT3-DNA
binding. Importantly, our current data revealed that Ponatinib could induce significantly anti-tumor
activity in in vivo CRC xenograft models at doses in line with that previously used in other studies in
the CML and thyroid cancer settings [42,43]. As indicated by De Falco and colleagues [42] these doses
are clinically relevant and thus comparable scale-up for clinical application as performed previously
for CML patients would apply to CRC patients. Thus, our encouraging in vivo tumor inhibition data
further advocates the repurposing of Ponatinib in the treatment management of CRC patients.

Ponatinib was structurally designed to inhibit BCR-ABL and the BCR-ABL T315I point mutation
variant that confer resistance to existing tyrosine kinase inhibitors in chronic myeloid leukemia [44].
However, our data showing that Ponatinib can also inhibit STAT3 activity, correlates with other reports
suggesting that Ponatinib displays broad inhibitory effects against several other targets including FLT3,
c-KIT, FGFR, RET, VEGFR and PDGFR [32,42,45,46]. Collectively, these results allow for the possibility
of repurposing Ponatinib for other indications including the large sub-population of patients with
tumors that are dependent on STAT3 signaling. Indeed, clinical trials (NCT02272998 and NCT01813734)
are ongoing based on Ponatinib’s ability to inhibit FGFR, KIT and RET [47,48]. Our current data should
accelerate clinical evaluation of Ponatinib in CRC (and other tumor types) due to its anti-STAT3 activity
particularly selecting patients with high STAT3 activity.

Most recently, chemical proteomics and quantitative mass spectrometry revealed that Ponatinib
could bind to over 30 kinases including SRC and JAK1 [49,50]. Therefore, we compared Ponatinib’s
STAT3 inhibition profile with that of five clinically approved inhibitors that have been shown to
inhibit either SRC or JAK. Our data identified that Ponatinib’s broad range of anti-STAT3 inhibition
is not shared by these SRC and JAK inhibitors. Ponatinib was able to inhibit STAT3 activity driven
by EGF, IL-6 and IL-11 (and LIF) while Ruxolitinib, Dasatinib, Bosutinib, Ibrutinib and Tofacitinib
failed to simultaneously inhibit all 3 signaling pathways. Importantly, the blockade of all three central
signaling pathways that drive STAT3 activity may also lead to the delayed occurrence of acquired
resistance to Ponatinib. This was evident here, as several cell lines required over four months of
constant exposure to Ponatinib before we observed significant levels of acquired resistance. In contrast,
we observed acquired resistance in DLD-1 cells within six weeks of continuous exposure of both
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Dasatinib and Bosutinib. Notably, we demonstrated that Ponatinib significantly inhibited Dasatinib
and Bosutinib-refractory DLD-1 cells in vitro. This is in line with the clinical use of Ponatinib where it
is used as a third line treatment option for patients that are intolerant or resistant to two or more prior
TKI therapies, including Dasatinib, Nilotinib and/or Imatinib. Our current data further supports the
potential clinical use of Ponatinib as an anti-STAT3 therapeutic as we speculate that patients which
receive Ponatinib will require prolonged treatment regimens before acquired resistance is observed (if
at all).

4. Materials and Methods

4.1. Survexpress Data Mining

SurvExpress (http://bioinformatica.mty.itesm.mx/SurvExpress) [51] was used to analyse
differential gene expression of STAT3-related regulators: IL-11, IL-11R and SOCS3 comparing CRC
patients with low and high expression vs. survival.

4.2. Antibodies and Reagents

The rabbit polyclonal antibody directed against STAT3 was obtained from Santa Cruz
Biotechnology (Santa Cruz, CA, USA), while the phospho-STAT3 phospho-JAK2, JAK2 and GAPDH
rabbit polyclonal antibodies were from Cell Signaling Technology (Danvers, MA, USA). IL-6, LIF and
EGF were acquired from Life Technologies and IL-11 was generated in-house (Walter and Eliza Hall
Institute for Medical Research, Parkville, Australia). The drug library containing 1167 FDA approved
agents (including Ponatinib, Ruxolitinib, Dasatinib, Bosutinib, Ibrutinib and Tofacitinib) was obtained
from SelleckChem (, Houston, TX, USA). The Luciferase Reporter Assay reagents were purchased from
Promega (Madison, WI, USA). The APRE Luciferase STAT3 reporter adenovirus has been previously
described [16].

4.3. Cell Culture

Culture of human CRC cell lines was described previously [52]. The human primary CRC cell
lines CCP14, CCP19 and CPP35 were prepared from fresh biopsies as previously reported [53,54]. The
DLD-1 and SW48 transfected clones were generated by transfecting cells with the IL-11Rα construct
(R&D Systems, Minneapolis, MN, USA) using FuGENE HD transfection reagent (Promega, Madison,
WI, USA) following the manufacturer’s instructions and selected with Geneticin (Sigma Aldrich, St.
Louis, MO, USA). All cells were maintained in Dulbecco’s Modified Eagle’s Medium (Life Technologies,
Carlsbad, CA, USA) contained 5% fetal bovine serum (FBS) (Life Technologies), 100 U/mL penicillin
and 100 µg/mL streptomycin (Life Technologies). Cells were incubated in a humidified atmosphere of
90% air and 10% CO2 at 37 ◦C.

4.4. Luciferase Assay

Cells were infected with the adenoviral STAT3 reporter (Ad-APRE-luc) as outlined previously [16]
and allowed to adhere overnight. After 24 h, cells were stimulated with EGF (50 ng/mL), IL-6 (50
ng/mL), IL-11 (100 ng/mL) or DMSO in serum free media ± each of the 1167 inhibitors at 10 µM for
our initial screen and at 1 µM for subsequent experiments where indicated further 24 h. Following
another 24 h, cells were lysed and assessed for STAT3 luciferase activity with the use of the Luciferase
Reporter Assay Kit (Promega) following the manufacturer’s instructions. Readings from lysed cells
that were ligand stimulated (i.e., without inhibitors) were normalized to 100% and all subsequent
readings were adjusted accordingly relative to ligand stimulated readings.

4.5. Western Blotting

Cells were lysed in a lysis buffer (50 mM Tris (pH 7.4), 150 mM NaCl, 1% Triton-X-100, 50 mM
NaF, 2 mM MgCl2, 1 mM Na3VO4 and protease inhibitor cocktail (Roche, Basel, Switzerland)) and

http://bioinformatica.mty.itesm.mx/SurvExpress


Cancers 2018, 10, 526 13 of 18

clarified by centrifugation (13,000× g for 15 min at 4 ◦C). Proteins were then separated by SDS-PAGE
(Life Technologies), blotted onto nitrocellulose and probed with the indicated primary antibodies. The
signal was visualized using an ECL chemiluminescence detection kit (GE Healthcare, Chicago, IL,
USA) following incubation with appropriate secondary antibodies (Biorad Laboratories, Hercules, CA,
USA).

4.6. Cell Viability Assays

Cells were seeded in 96-well plates and allowed to adhere overnight. Triplicate wells were then
treated with varying concentrations of inhibitors where indicated for 72 h. Cells were subsequently
lysed and cell viability relative to the vehicle control was determined using a commercially
available Cell Titer-Glo kit (Promega) following manufacturer’s instructions. Samples were read
on a bioluminometer.

4.7. RNA Extraction and RT-PCR

Cells were seeded in 6-well plates and allowed to adhere overnight. Following serum starvation
for 24 h, cells were stimulated with ± IL-11 ± inhibitor for 8 h at 37 ◦C, 10% CO2. Total RNA
was extracted with the RNeasy Mini Kit (Qiagen, Hilden, Germany) following the manufacturer’s
instructions. Reverse transcription was performed using the High Capacity RNA-to-cDNA Kit
(Applied Biosystems, Waltham, MA, USA) following the protocol provided from the manufacturer.
Reverse Transcription-PCR was performed using the GeneAmp PCR System 2400 (Perkin Elmer,
Waltham, MA, USA) under the conditions of 37 ◦C for 60 min and 95 ◦C for 5 min at a reaction volume
of 20 µL. In order to quantify the transcripts of the genes of interest, real-time PCR was performed
using the ViiA 7 Real-Time PCR system (Applied Biosystems) for IL-11Rα (Applied Biosystems,
Hs00234415_m1), SOCS3 (Applied Biosystems, Hs02330328_s1) and GAPDH (Applied Biosystems,
Hs02758991_g1). Amplified RNA samples was calculated using the 2−∆∆CT method [55].

4.8. Wound Healing Assay

Cells were seeded into 12-well plates and were cultured until 100% confluent. After which a
wound was created with a p200 pipette tip. Cells were then treated with Ponatinib (0, 0.1, 0.5, 1 µM)
and phase-contrast images were acquired at 0, 24 and 48 h post-scratch. An inverted microscope (IX50,
Olympus, Notting Hill, Australia) and the Leica Application Suite (LAS v4.5) were used to process
and capture images. ImageJ was utilized to quantify wound closure.

4.9. Immunohistochemistry Analysis

Paraffin-embedded tumor sections were heated to 60 ◦C for 1 h and deparaffinized in 100% Xylene.
Slides were rehydrated in 100%, 90% and 70% ethanol followed by tap water. Antigen retrieval was
performed using the BioCare Decloaking Chamber (Metagene, Redcliffe, Australia) at 110 ◦C for 10
min in citrate buffer pH 6.0 (Life Technologies) and cooled for 5 min in TBST. Slides were blocked in
5% goat serum followed by an endogenous peroxidases block (EnvisionTM, DAKO, North Sydney,
Australia). Slides were washed in TBST followed by incubation of pSTAT3 primary antibody (1:100
dilution) overnight at 4 ◦C. Sections were subsequently incubated with an anti-rabbit HRP labelled
polymer (EnvisionTM, DAKO) as per manufacturer’s instructions and then washed in TBST. DAB
(EnvisionTM, DAKO) was then added on the sections for 5 min (RT) followed by immediate immersion
in distilled water. Slides were then stained with hematoxylin for 15 s and placed in Scott’s tap water
for 15 s. Following dehydration, slides were then mounted with DPX mounting media onto a coverslip
and analyzed using Leica DM2000 microscope (Leica Microsystems, North Ryde, Australia). Random
images were then taken and staining intensity was assessed to calculate a H-score using the following
formula: 3 × percentage of cell with strong staining + 2 × percentage of cells with moderate staining +
1 × percentage of cells with weak staining. A minimum of 3 random fields were scored for each tumor
section (n = 4/treatment group).
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4.10. STAT3 Dimer and Tetramer Analysis

DLD-1 cells were transfected with the STAT3-EGFP construct (from Prof. Pravin Sehgal; New York
Medical College, Valhalla, NY, USA). Twenty-four hours later the transfected cells were stimulated
with IL-11 (100 ng/mL) with or without Ponatinib (1 µM) and immediately imaged on an Olympus
FV3000 laser scanning microscope using a 60× water immersion objective (1.2 numerical aperture). The
STAT3-EGFP construct was excited with a 488 nm diode pump solid state laser and its emission was
detected by a GaAsP PMT between 500–600 nm. Image acquisition for number and brightness analysis
of STAT3-EGFP oligomerization followed the protocol carried out previously [35,56]. Calibration of
the monomeric brightness of the EGFP based construct was performed by measurement of DLD-1 cells
transfected with free EGFP under identical experimental conditions. This enabled extrapolation of
the expected apparent brightness of higher order EGFP oligomers (dimers and tetramers) a palette to
pseudo-color brightness maps of monomeric STAT3-EGFP oligomerization upon stimulation with IL-11
± Ponatinib. The data acquired were processed by the SimFCS software developed at the Laboratory
for Fluorescence Dynamics (www.lfd.uci.edu).

4.11. STAT3 Nuclear Localization Analysis

DLD-1 cells were transfected with the STAT3-EGFP construct. Forty-eight hours later, the
transfected cells were stimulated with IL-11 (100 ng/mL) with or without Ponatinib (1 µM) for another
1 h, before being washed twice in PBS, fixed in formaldehyde, permeabilized with PBS containing
0.2% Triton-X-100 and stained in DAPI for 2 min. Cells were then washed twice in PBS and levels of
STAT3-GFP present in the cytoplasm and nucleus was determined using an Operetta High-Content
Imaging System.

4.12. Subcutaneous Xenograft Mouse Model

DLD-1, DLD-1-IL-11R-1 and DLD-1-IL-11R-2 (2.5 × 106) and SW48 SW48-IL-11R-1 and
SW48-IL-11R-2 (5 × 106) cells were inoculated subcutaneously into both flanks of 6–8 weeks old
BALB/c nude mice (Animal Research Centre, Western Australia, Australia). Tumor volume in mm3

was determined as previous [57]. For experiments involving Ponatinib administration, mice were
separated into three groups of five mice when tumors had reached approximately 100–150 mm3. Mice
were subsequently treated daily by oral gavage with Ponatinib at doses of 0, 10 or 30 mg/kg for 10
days [31]. At the end of the study, tumors were collected and weighed. This research project was
approved by the Animal Ethics Committee of the University of Melbourne (Ethics agreement number
1613824).

4.13. Statistical Analysis

All statistical analyses were performed using an unpaired, two-tail Student’s t test. All data
sets were generated using the program GraphPad Prism6 (Prism 6.04, San Diego, CA, USA) and
representing mean ± SD. Values were considered statistically significant if the p values was * p < 0.05,
** p < 0.01, *** p < 0.001.

5. Conclusions

In summary, we performed a large screen of 1167 FDA-approved agents with the purpose
to isolate candidate agents that could inhibit EGF, IL-6 and IL-11 mediated STAT3 activity. We
successfully identified a novel mechanism for the currently FDA-approved agent Ponatinib with
inhibitory properties against STAT3 activity in CRC. Moreover, we demonstrated that Ponatinib has
broader and superior anti-STAT3 inhibition compared to five inhibitors with anti-SRC or anti-JAK
properties and that CRC cells displayed prolonged acquired resistance to Ponatinib compared to
Dasatinib and Bosutinib. Ponatinib treatment also demonstrated a significant reduction in cell viability
and migration in vitro and tumor reduction in CRC xenograft mice models. Overall, our findings

www.lfd.uci.edu
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provide proof-of-principle evidence for the re-purposing of Ponatinib into the clinical management of
CRC patients with tumors harboring elevated STAT3 activity.

Supplementary Materials: The following are available online at http://www.mdpi.com/2072-6694/10/12/526/
s1, Figure S1: Stable transfection of IL-11Rα increase STAT3 activity and SOCS3 gene expression, Figure S2:
Ponatinib inhibits EGF and IL-6 mediated SOCS3 gene expression, Figure S3: Ponatinib inhibits IL-11 mediated
STAT3 activity, Figure S4: Ponatinib displays broader STAT3 inhibition compared to JAK and SRC inhibitors,
Figure S5: Ponatinib inhibits Cell Migration, Table S1: The effect of 1167 agents on EGF and IL-6 mediated STAT3
activity, Table S2: The effect of 50 “lead” compounds on EGF, IL-6 and IL-11 driven STAT3 transcriptional activity
and phosphorylation, Table S3: The effect of Ponatinib, Dasatinib and Bosutinib on the proliferation of human
colon cancer cell lines.

Author Contributions: R.B.L. and F.H.T. conceived this study, designed the experimental plan and wrote the
manuscript. R.B.L., F.H.T., S.S.S. and L.P. performed the majority of the experiments and interpreted the data. J.L.
and E.H. performed the STAT3 dimer and tetramer experiments. T.L.P., F.H., J.G., H.-J.Z. and O.M.S. contributed
cell lines and critical reagents and provided project direction.

Funding: R.B.L. is a recipient of the Victorian Cancer Agency Mid-Career Research Fellowship (MCRF15017).
T.L.P. is a recipient of a National Health and Medical Research Council Project Grants (1080498) O.M.S. is a
recipient of the NHMRC Senior Research Fellowship (1136119) and NHMRC Project Grant (1079362). E.H. is a
recipient of NHMRC Project Grants (1104461 and 1224762). The microscopy experimental work was supported by
the Biomedical Optical Microscopy Platform (BOMP) at The University of Melbourne.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Siegel, R.L.; Miller, K.D.; Fedewa, S.A.; Ahnen, D.J.; Meester, R.G.; Barzi, A.; Jemal, A. Colorectal cancer
statistics, 2017. CA Cancer J. Clin. 2017, 67, 177–193. [CrossRef] [PubMed]

2. Torre, L.A.; Bray, F.; Siegel, R.L.; Ferlay, J.; Lortet-Tieulent, J.; Jemal, A. Global cancer statistics, 2012. CA
Cancer J. Clin. 2015, 65, 87–108. [CrossRef] [PubMed]

3. Andre, T.; Boni, C.; Mounedji-Boudiaf, L.; Navarro, M.; Tabernero, J.; Hickish, T.; Topham, C.; Zaninelli, M.;
Clingan, P.; Bridgewater, J.; et al. Oxaliplatin, fluorouracil, and leucovorin as adjuvant treatment for colon
cancer. N. Engl. J. Med. 2004, 350, 2343–2351. [CrossRef] [PubMed]

4. Douillard, J.Y.; Cunningham, D.; Roth, A.D.; Navarro, M.; James, R.D.; Karasek, P.; Jandik, P.; Iveson, T.;
Carmichael, J.; Alakl, M.; et al. Irinotecan combined with fluorouracil compared with fluorouracil alone
as first-line treatment for metastatic colorectal cancer: A multicentre randomised trial. Lancet 2000, 355,
1041–1047. [CrossRef]

5. Van Cutsem, E.; Hoff, P.M.; Harper, P.; Bukowski, R.M.; Cunningham, D.; Dufour, P.; Graeven, U.; Lokich, J.;
Madajewicz, S.; Maroun, J.A.; et al. Oral capecitabine vs intravenous 5-fluorouracil and leucovorin:
Integrated efficacy data and novel analyses from two large, randomised, phase III trials. Br. J. Cancer
2004, 90, 1190–1197. [CrossRef] [PubMed]

6. Bokemeyer, C.; Bondarenko, I.; Hartmann, J.T.; de Braud, F.; Schuch, G.; Zubel, A.; Celik, I.; Schlichting, M.;
Koralewski, P. Efficacy according to biomarker status of cetuximab plus FOLFOX-4 as first-line treatment for
metastatic colorectal cancer: The OPUS study. Ann. Oncol. 2011, 22, 1535–1546. [CrossRef] [PubMed]

7. Douillard, J.Y.; Siena, S.; Cassidy, J.; Tabernero, J.; Burkes, R.; Barugel, M.; Humblet, Y.; Bodoky, G.;
Cunningham, D.; Jassem, J.; et al. Randomized, phase III trial of panitumumab with infusional fluorouracil,
leucovorin, and oxaliplatin (FOLFOX4) versus FOLFOX4 alone as first-line treatment in patients with
previously untreated metastatic colorectal cancer: The PRIME study. J. Clin. Oncol. 2010, 28, 4697–4705.
[CrossRef]

8. Hurwitz, H.; Fehrenbacher, L.; Novotny, W.; Cartwright, T.; Hainsworth, J.; Heim, W.; Berlin, J.; Baron, A.;
Griffing, S.; Holmgren, E.; et al. Bevacizumab plus irinotecan, fluorouracil, and leucovorin for metastatic
colorectal cancer. N. Engl. J. Med. 2004, 350, 2335–2342. [CrossRef]

9. Alberts, S.R.; Sargent, D.J.; Nair, S.; Mahoney, M.R.; Mooney, M.; Thibodeau, S.N.; Smyrk, T.C.; Sinicrope, F.A.;
Chan, E.; Gill, S.; et al. Effect of oxaliplatin, fluorouracil, and leucovorin with or without cetuximab on
survival among patients with resected stage III colon cancer: A randomized trial. JAMA 2012, 307, 1383–1393.

http://www.mdpi.com/2072-6694/10/12/526/s1
http://www.mdpi.com/2072-6694/10/12/526/s1
http://dx.doi.org/10.3322/caac.21395
http://www.ncbi.nlm.nih.gov/pubmed/28248415
http://dx.doi.org/10.3322/caac.21262
http://www.ncbi.nlm.nih.gov/pubmed/25651787
http://dx.doi.org/10.1056/NEJMoa032709
http://www.ncbi.nlm.nih.gov/pubmed/15175436
http://dx.doi.org/10.1016/S0140-6736(00)02034-1
http://dx.doi.org/10.1038/sj.bjc.6601676
http://www.ncbi.nlm.nih.gov/pubmed/15026800
http://dx.doi.org/10.1093/annonc/mdq632
http://www.ncbi.nlm.nih.gov/pubmed/21228335
http://dx.doi.org/10.1200/JCO.2009.27.4860
http://dx.doi.org/10.1056/NEJMoa032691


Cancers 2018, 10, 526 16 of 18

10. de Gramont, A.; Van Cutsem, E.; Schmoll, H.J.; Tabernero, J.; Clarke, S.; Moore, M.J.; Cunningham, D.;
Cartwright, T.H.; Hecht, J.R.; Rivera, F.; et al. Bevacizumab plus oxaliplatin-based chemotherapy as adjuvant
treatment for colon cancer (AVANT): A phase 3 randomised controlled trial. Lancet Oncol. 2012, 13, 1225–1233.
[CrossRef]

11. Buettner, R.; Mora, L.B.; Jove, R. Activated STAT signaling in human tumors provides novel molecular
targets for therapeutic intervention. Clin. Cancer Res. 2002, 8, 945–954. [PubMed]

12. Dauer, D.J.; Ferraro, B.; Song, L.; Yu, B.; Mora, L.; Buettner, R.; Enkemann, S.; Jove, R.; Haura, E.B. Stat3
regulates genes common to both wound healing and cancer. Oncogene 2005, 24, 3397–3408. [CrossRef]
[PubMed]

13. Bromberg, J.F.; Wrzeszczynska, M.H.; Devgan, G.; Zhao, Y.; Pestell, R.G.; Albanese, C.; Darnell, J.E., Jr. Stat3
as an oncogene. Cell 1999, 98, 295–303. [CrossRef]

14. Corvinus, F.M.; Orth, C.; Moriggl, R.; Tsareva, S.A.; Wagner, S.; Pfitzner, E.B.; Baus, D.; Kaufmann, R.;
Huber, L.A.; Zatloukal, K.; et al. Persistent STAT3 activation in colon cancer is associated with enhanced cell
proliferation and tumor growth. Neoplasia 2005, 7, 545–555. [CrossRef] [PubMed]

15. Scaltriti, M.; Baselga, J. The epidermal growth factor receptor pathway: A model for targeted therapy. Clin.
Cancer Res. 2006, 12, 5268–5272. [CrossRef] [PubMed]

16. Ung, N.; Putoczki, T.L.; Stylli, S.S.; Ng, I.; Mariadason, J.M.; Chan, T.A.; Zhu, H.J.; Luwor, R.B. Anti-EGFR
therapeutic efficacy correlates directly with inhibition of STAT3 activity. Cancer Biol. Ther. 2014, 15, 623–632.
[CrossRef]

17. Putoczki, T.L.; Thiem, S.; Loving, A.; Busuttil, R.A.; Wilson, N.J.; Ziegler, P.K.; Nguyen, P.M.; Preaudet, A.;
Farid, R.; Edwards, K.M.; et al. Interleukin-11 is the dominant IL-6 family cytokine during gastrointestinal
tumorigenesis and can be targeted therapeutically. Cancer Cell 2013, 24, 257–271. [CrossRef]

18. Guschin, D.; Rogers, N.; Briscoe, J.; Witthuhn, B.; Watling, D.; Horn, F.; Pellegrini, S.; Yasukawa, K.;
Heinrich, P.; Stark, G.R.; et al. A major role for the protein tyrosine kinase JAK1 in the JAK/STAT signal
transduction pathway in response to interleukin-6. EMBO J. 1995, 14, 1421–1429. [CrossRef]

19. Yu, C.L.; Meyer, D.J.; Campbell, G.S.; Larner, A.C.; Carter-Su, C.; Schwartz, J.; Jove, R. Enhanced
DNA-binding activity of a Stat3-related protein in cells transformed by the Src oncoprotein. Science 1995,
269, 81–83. [CrossRef]

20. Bendell, J.C.; Hong, D.S.; Burris, H.A., 3rd; Naing, A.; Jones, S.F.; Falchook, G.; Bricmont, P.; Elekes, A.;
Rock, E.P.; Kurzrock, R. Phase 1, open-label, dose-escalation, and pharmacokinetic study of STAT3 inhibitor
OPB-31121 in subjects with advanced solid tumors. Cancer Chemother. Pharmacol. 2014, 74, 125–130.
[CrossRef]

21. Sen, M.; Thomas, S.M.; Kim, S.; Yeh, J.I.; Ferris, R.L.; Johnson, J.T.; Duvvuri, U.; Lee, J.; Sahu, N.; Joyce, S.;
et al. First-in-human trial of a STAT3 decoy oligonucleotide in head and neck tumors: Implications for cancer
therapy. Cancer Discov. 2012, 2, 694–705. [CrossRef] [PubMed]

22. Barosi, G.; Rosti, V.; Gale, R.P. Critical appraisal of the role of ruxolitinib in myeloproliferative
neoplasm-associated myelofibrosis. Onco Targets Ther. 2015, 8, 1091–1102. [CrossRef] [PubMed]

23. Sharma, M.R.; Wroblewski, K.; Polite, B.N.; Knost, J.A.; Wallace, J.A.; Modi, S.; Sleckman, B.G.; Taber, D.;
Vokes, E.E.; Stadler, W.M.; et al. Dasatinib in previously treated metastatic colorectal cancer: A phase II
trial of the University of Chicago Phase II Consortium. Investig. New Drugs 2012, 30, 1211–1215. [CrossRef]
[PubMed]

24. Lee, H.J.; Zhuang, G.; Cao, Y.; Du, P.; Kim, H.J.; Settleman, J. Drug resistance via feedback activation of Stat3
in oncogene-addicted cancer cells. Cancer Cell 2014, 26, 207–221. [CrossRef] [PubMed]

25. Lee, J.S.; Kang, J.H.; Boo, H.J.; Hwang, S.J.; Hong, S.; Lee, S.C.; Park, Y.J.; Chung, T.M.; Youn, H.; Lee, S.M.;
et al. STAT3-mediated IGF-2 secretion in the tumour microenvironment elicits innate resistance to anti-IGF-1R
antibody. Nat. Commun. 2015, 6, 8499. [CrossRef] [PubMed]

26. Druker, B.J.; Guilhot, F.; O’Brien, S.G.; Gathmann, I.; Kantarjian, H.; Gattermann, N.; Deininger, M.W.;
Silver, R.T.; Goldman, J.M.; Stone, R.M.; et al. Five-year follow-up of patients receiving imatinib for chronic
myeloid leukemia. N. Engl. J. Med. 2006, 355, 2408–2417. [CrossRef] [PubMed]

27. Druker, B.J.; Talpaz, M.; Resta, D.J.; Peng, B.; Buchdunger, E.; Ford, J.M.; Lydon, N.B.; Kantarjian, H.;
Capdeville, R.; Ohno-Jones, S.; et al. Efficacy and safety of a specific inhibitor of the BCR-ABL tyrosine
kinase in chronic myeloid leukemia. N. Engl. J. Med. 2001, 344, 1031–1037. [CrossRef]

http://dx.doi.org/10.1016/S1470-2045(12)70509-0
http://www.ncbi.nlm.nih.gov/pubmed/11948098
http://dx.doi.org/10.1038/sj.onc.1208469
http://www.ncbi.nlm.nih.gov/pubmed/15735721
http://dx.doi.org/10.1016/S0092-8674(00)81959-5
http://dx.doi.org/10.1593/neo.04571
http://www.ncbi.nlm.nih.gov/pubmed/16036105
http://dx.doi.org/10.1158/1078-0432.CCR-05-1554
http://www.ncbi.nlm.nih.gov/pubmed/17000658
http://dx.doi.org/10.4161/cbt.28179
http://dx.doi.org/10.1016/j.ccr.2013.06.017
http://dx.doi.org/10.1002/j.1460-2075.1995.tb07128.x
http://dx.doi.org/10.1126/science.7541555
http://dx.doi.org/10.1007/s00280-014-2480-2
http://dx.doi.org/10.1158/2159-8290.CD-12-0191
http://www.ncbi.nlm.nih.gov/pubmed/22719020
http://dx.doi.org/10.2147/OTT.S31916
http://www.ncbi.nlm.nih.gov/pubmed/26056473
http://dx.doi.org/10.1007/s10637-011-9681-x
http://www.ncbi.nlm.nih.gov/pubmed/21552992
http://dx.doi.org/10.1016/j.ccr.2014.05.019
http://www.ncbi.nlm.nih.gov/pubmed/25065853
http://dx.doi.org/10.1038/ncomms9499
http://www.ncbi.nlm.nih.gov/pubmed/26465273
http://dx.doi.org/10.1056/NEJMoa062867
http://www.ncbi.nlm.nih.gov/pubmed/17151364
http://dx.doi.org/10.1056/NEJM200104053441401


Cancers 2018, 10, 526 17 of 18

28. Druker, B.J.; Tamura, S.; Buchdunger, E.; Ohno, S.; Segal, G.M.; Fanning, S.; Zimmermann, J.; Lydon, N.B.
Effects of a selective inhibitor of the Abl tyrosine kinase on the growth of Bcr-Abl positive cells. Nat. Med.
1996, 2, 561–566. [CrossRef]

29. Shah, N.P.; Tran, C.; Lee, F.Y.; Chen, P.; Norris, D.; Sawyers, C.L. Overriding imatinib resistance with a novel
ABL kinase inhibitor. Science 2004, 305, 399–401. [CrossRef]

30. Weisberg, E.; Manley, P.W.; Breitenstein, W.; Bruggen, J.; Cowan-Jacob, S.W.; Ray, A.; Huntly, B.; Fabbro, D.;
Fendrich, G.; Hall-Meyers, E.; et al. Characterization of AMN107, a selective inhibitor of native and mutant
Bcr-Abl. Cancer Cell 2005, 7, 129–141. [CrossRef]

31. Gozgit, J.M.; Wong, M.J.; Moran, L.; Wardwell, S.; Mohemmad, Q.K.; Narasimhan, N.I.; Shakespeare, W.C.;
Wang, F.; Clackson, T.; Rivera, V.M. Ponatinib (AP24534), a multitargeted pan-FGFR inhibitor with activity
in multiple FGFR-amplified or mutated cancer models. Mol. Cancer Ther. 2012, 11, 690–699. [CrossRef]
[PubMed]

32. O’Hare, T.; Shakespeare, W.C.; Zhu, X.; Eide, C.A.; Rivera, V.M.; Wang, F.; Adrian, L.T.; Zhou, T.; Huang, W.S.;
Xu, Q.; et al. AP24534, a pan-BCR-ABL inhibitor for chronic myeloid leukemia, potently inhibits the T315I
mutant and overcomes mutation-based resistance. Cancer Cell 2009, 16, 401–412. [CrossRef] [PubMed]

33. Cortes, J.E.; Kantarjian, H.; Shah, N.P.; Bixby, D.; Mauro, M.J.; Flinn, I.; O’Hare, T.; Hu, S.; Narasimhan, N.I.;
Rivera, V.M.; et al. Ponatinib in refractory Philadelphia chromosome-positive leukemias. N. Engl. J. Med.
2012, 367, 2075–2088. [CrossRef]

34. Cortes, J.E.; Kim, D.W.; Pinilla-Ibarz, J.; le Coutre, P.; Paquette, R.; Chuah, C.; Nicolini, F.E.; Apperley, J.F.;
Khoury, H.J.; Talpaz, M.; et al. A phase 2 trial of ponatinib in Philadelphia chromosome-positive leukemias.
N. Engl. J. Med. 2013, 369, 1783–1796. [CrossRef] [PubMed]

35. Hinde, E.; Pandzic, E.; Yang, Z.; Ng, I.H.; Jans, D.A.; Bogoyevitch, M.A.; Gratton, E.; Gaus, K. Quantifying
the dynamics of the oligomeric transcription factor STAT3 by pair correlation of molecular brightness. Nat.
Commun. 2016, 7, 11047. [CrossRef] [PubMed]

36. Lin, W.W.; Karin, M. A cytokine-mediated link between innate immunity, inflammation, and cancer. J. Clin.
Investig. 2007, 117, 1175–1183. [CrossRef] [PubMed]

37. Jonker, D.J.; Nott, L.; Yoshino, T.; Gill, S.; Shapiro, J.; Ohtsu, A.; Zalcberg, J.; Vickers, M.M.; Wei, A.C.; Gao, Y.;
et al. Napabucasin versus placebo in refractory advanced colorectal cancer: A randomised phase 3 trial.
Lancet Gastroenterol. Hepatol. 2018, 3, 263–270. [CrossRef]

38. Spano, J.P.; Lagorce, C.; Atlan, D.; Milano, G.; Domont, J.; Benamouzig, R.; Attar, A.; Benichou, J.; Martin, A.;
Morere, J.F.; et al. Impact of EGFR expression on colorectal cancer patient prognosis and survival. Ann.
Oncol. 2005, 16, 102–108. [CrossRef] [PubMed]

39. Xu, M.J.; Johnson, D.E.; Grandis, J.R. EGFR-targeted therapies in the post-genomic era. Cancer Metastasis Rev.
2017, 36, 463–473. [CrossRef] [PubMed]

40. Kim, S.M.; Kwon, O.J.; Hong, Y.K.; Kim, J.H.; Solca, F.; Ha, S.J.; Soo, R.A.; Christensen, J.G.; Lee, J.H.; Cho, B.C.
Activation of IL-6R/JAK1/STAT3 signaling induces de novo resistance to irreversible EGFR inhibitors in
non-small cell lung cancer with T790M resistance mutation. Mol. Cancer Ther. 2012, 11, 2254–2264. [CrossRef]

41. Stanam, A.; Love-Homan, L.; Joseph, T.S.; Espinosa-Cotton, M.; Simons, A.L. Upregulated interleukin-6
expression contributes to erlotinib resistance in head and neck squamous cell carcinoma. Mol. Oncol. 2015, 9,
1371–1383. [CrossRef] [PubMed]

42. De Falco, V.; Buonocore, P.; Muthu, M.; Torregrossa, L.; Basolo, F.; Billaud, M.; Gozgit, J.M.; Carlomagno, F.;
Santoro, M. Ponatinib (AP24534) is a novel potent inhibitor of oncogenic RET mutants associated with
thyroid cancer. J. Clin. Endocrinol. Metab. 2013, 98, E811–E819. [CrossRef] [PubMed]

43. Katagiri, S.; Tauchi, T.; Okabe, S.; Minami, Y.; Kimura, S.; Maekawa, T.; Naoe, T.; Ohyashiki, K. Combination
of ponatinib with Hedgehog antagonist vismodegib for therapy-resistant BCR-ABL1-positive leukemia. Clin.
Cancer Res. 2013, 19, 1422–1432. [CrossRef] [PubMed]

44. Zhou, T.; Commodore, L.; Huang, W.S.; Wang, Y.; Thomas, M.; Keats, J.; Xu, Q.; Rivera, V.M.;
Shakespeare, W.C.; Clackson, T.; et al. Structural mechanism of the Pan-BCR-ABL inhibitor ponatinib
(AP24534): Lessons for overcoming kinase inhibitor resistance. Chem. Biol. Drug Des. 2011, 77, 1–11.
[CrossRef] [PubMed]

http://dx.doi.org/10.1038/nm0596-561
http://dx.doi.org/10.1126/science.1099480
http://dx.doi.org/10.1016/j.ccr.2005.01.007
http://dx.doi.org/10.1158/1535-7163.MCT-11-0450
http://www.ncbi.nlm.nih.gov/pubmed/22238366
http://dx.doi.org/10.1016/j.ccr.2009.09.028
http://www.ncbi.nlm.nih.gov/pubmed/19878872
http://dx.doi.org/10.1056/NEJMoa1205127
http://dx.doi.org/10.1056/NEJMoa1306494
http://www.ncbi.nlm.nih.gov/pubmed/24180494
http://dx.doi.org/10.1038/ncomms11047
http://www.ncbi.nlm.nih.gov/pubmed/27009358
http://dx.doi.org/10.1172/JCI31537
http://www.ncbi.nlm.nih.gov/pubmed/17476347
http://dx.doi.org/10.1016/S2468-1253(18)30009-8
http://dx.doi.org/10.1093/annonc/mdi006
http://www.ncbi.nlm.nih.gov/pubmed/15598946
http://dx.doi.org/10.1007/s10555-017-9687-8
http://www.ncbi.nlm.nih.gov/pubmed/28866730
http://dx.doi.org/10.1158/1535-7163.MCT-12-0311
http://dx.doi.org/10.1016/j.molonc.2015.03.008
http://www.ncbi.nlm.nih.gov/pubmed/25888065
http://dx.doi.org/10.1210/jc.2012-2672
http://www.ncbi.nlm.nih.gov/pubmed/23526464
http://dx.doi.org/10.1158/1078-0432.CCR-12-1777
http://www.ncbi.nlm.nih.gov/pubmed/23319824
http://dx.doi.org/10.1111/j.1747-0285.2010.01054.x
http://www.ncbi.nlm.nih.gov/pubmed/21118377


Cancers 2018, 10, 526 18 of 18

45. Gozgit, J.M.; Wong, M.J.; Wardwell, S.; Tyner, J.W.; Loriaux, M.M.; Mohemmad, Q.K.; Narasimhan, N.I.;
Shakespeare, W.C.; Wang, F.; Druker, B.J.; et al. Potent activity of ponatinib (AP24534) in models of
FLT3-driven acute myeloid leukemia and other hematologic malignancies. Mol. Cancer Ther. 2011, 10,
1028–1035. [CrossRef] [PubMed]

46. Ren, M.; Hong, M.; Liu, G.; Wang, H.; Patel, V.; Biddinger, P.; Silva, J.; Cowell, J.; Hao, Z. Novel FGFR
inhibitor ponatinib suppresses the growth of non-small cell lung cancer cells overexpressing FGFR1. Oncol.
Rep. 2013, 29, 2181–2190. [CrossRef]

47. Garner, A.P.; Gozgit, J.M.; Anjum, R.; Vodala, S.; Schrock, A.; Zhou, T.; Serrano, C.; Eilers, G.; Zhu, M.;
Ketzer, J.; et al. Ponatinib inhibits polyclonal drug-resistant KIT oncoproteins and shows therapeutic
potential in heavily pretreated gastrointestinal stromal tumor (GIST) patients. Clin. Cancer Res. 2014, 20,
5745–5755. [CrossRef]

48. Gautschi, O.; Milia, J.; Filleron, T.; Wolf, J.; Carbone, D.P.; Owen, D.; Camidge, R.; Narayanan, V.;
Doebele, R.C.; Besse, B.; et al. Targeting RET in Patients With RET-Rearranged Lung Cancers: Results
From the Global, Multicenter RET Registry. J. Clin. Oncol. 2017, 35, 1403–1410. [CrossRef]

49. Fauster, A.; Rebsamen, M.; Huber, K.V.; Bigenzahn, J.W.; Stukalov, A.; Lardeau, C.H.; Scorzoni, S.;
Bruckner, M.; Gridling, M.; Parapatics, K.; et al. A cellular screen identifies ponatinib and pazopanib
as inhibitors of necroptosis. Cell Death Dis. 2015, 6, e1767. [CrossRef]

50. Klaeger, S.; Heinzlmeir, S.; Wilhelm, M.; Polzer, H.; Vick, B.; Koenig, P.A.; Reinecke, M.; Ruprecht, B.;
Petzoldt, S.; Meng, C.; et al. The target landscape of clinical kinase drugs. Science 2017, 358, eaan4368.
[CrossRef]

51. Aguirre-Gamboa, R.; Gomez-Rueda, H.; Martinez-Ledesma, E.; Martinez-Torteya, A.; Chacolla-Huaringa, R.;
Rodriguez-Barrientos, A.; Tamez-Pena, J.G.; Trevino, V. SurvExpress: An online biomarker validation tool
and database for cancer gene expression data using survival analysis. PLoS ONE 2013, 8, e74250. [CrossRef]
[PubMed]

52. Mouradov, D.; Sloggett, C.; Jorissen, R.N.; Love, C.G.; Li, S.; Burgess, A.W.; Arango, D.; Strausberg, R.L.;
Buchanan, D.; Wormald, S.; et al. Colorectal cancer cell lines are representative models of the main molecular
subtypes of primary cancer. Cancer Res. 2014, 74, 3238–3247. [CrossRef] [PubMed]

53. Giraud, J.; Failla, L.M.; Pascussi, J.M.; Lagerqvist, E.L.; Ollier, J.; Finetti, P.; Bertucci, F.; Ya, C.; Gasmi, I.;
Bourgaux, J.F.; et al. Autocrine Secretion of Progastrin Promotes the Survival and Self-Renewal of Colon
Cancer Stem-like Cells. Cancer Res. 2016, 76, 3618–3628. [CrossRef] [PubMed]

54. Planque, C.; Rajabi, F.; Grillet, F.; Finetti, P.; Bertucci, F.; Gironella, M.; Lozano, J.J.; Beucher, B.; Giraud, J.;
Garambois, V.; et al. Pregnane X-receptor promotes stem cell-mediated colon cancer relapse. Oncotarget 2016,
7, 56558–56573. [CrossRef]

55. Livak, K.J.; Schmittgen, T.D. Analysis of relative gene expression data using real-time quantitative PCR and
the 2(-Delta Delta C(T)) Method. Methods 2001, 25, 402–408. [CrossRef]

56. Digman, M.A.; Dalal, R.; Horwitz, A.F.; Gratton, E. Mapping the number of molecules and brightness in the
laser scanning microscope. Biophys. J. 2008, 94, 2320–2332. [CrossRef]

57. Luwor, R.B.; Johns, T.G.; Murone, C.; Huang, H.J.; Cavenee, W.K.; Ritter, G.; Old, L.J.; Burgess, A.W.;
Scott, A.M. Monoclonal antibody 806 inhibits the growth of tumor xenografts expressing either the de2-7 or
amplified epidermal growth factor receptor (EGFR) but not wild-type EGFR. Cancer Res. 2001, 61, 5355–5361.

© 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1158/1535-7163.MCT-10-1044
http://www.ncbi.nlm.nih.gov/pubmed/21482694
http://dx.doi.org/10.3892/or.2013.2386
http://dx.doi.org/10.1158/1078-0432.CCR-14-1397
http://dx.doi.org/10.1200/JCO.2016.70.9352
http://dx.doi.org/10.1038/cddis.2015.130
http://dx.doi.org/10.1126/science.aan4368
http://dx.doi.org/10.1371/journal.pone.0074250
http://www.ncbi.nlm.nih.gov/pubmed/24066126
http://dx.doi.org/10.1158/0008-5472.CAN-14-0013
http://www.ncbi.nlm.nih.gov/pubmed/24755471
http://dx.doi.org/10.1158/0008-5472.CAN-15-1497
http://www.ncbi.nlm.nih.gov/pubmed/27197176
http://dx.doi.org/10.18632/oncotarget.10646
http://dx.doi.org/10.1006/meth.2001.1262
http://dx.doi.org/10.1529/biophysj.107.114645
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	IL-11-STAT3 Signaling Enhances Tumor Growth 
	Ponatinib Inhibits STAT3 Phosphorylation and Transcriptional Activity 
	Reduces STAT3 Localization and Function in the Nucleus 
	Ponatinib Displays a Broader Range of Anti-STAT3 Activity Compared to SRC and JAK Inhibitors 
	Ponatinib Inhibits Cell Proliferation, Migration and Tumor Growth In Vivo 

	Discussion 
	Materials and Methods 
	Survexpress Data Mining 
	Antibodies and Reagents 
	Cell Culture 
	Luciferase Assay 
	Western Blotting 
	Cell Viability Assays 
	RNA Extraction and RT-PCR 
	Wound Healing Assay 
	Immunohistochemistry Analysis 
	STAT3 Dimer and Tetramer Analysis 
	STAT3 Nuclear Localization Analysis 
	Subcutaneous Xenograft Mouse Model 
	Statistical Analysis 

	Conclusions 
	References

