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What's already known about this topic?  

• Until recently, fetal sex chromosome abnormalities (SCAs) were usually detected 

incidentally in the context of a diagnostic test for an increased risk of autosomal 

aneuploidy. 

• Non-invasive prenatal testing (NIPT) has provided new opportunities for screening for 

SCA. 

 

What does this study add? 

• Prenatal SCA diagnoses have not increased significantly since NIPT, but do 

constitute a significantly higher percentage of all prenatal diagnosis results.   

• Fetal SCAs are now most commonly ascertained via high risk NIPT, rather than 

incidentally after testing for advanced maternal age or high risk combined screen. 

• These changes in indications for testing suggest women are now more likely to be 

anticipating a diagnosis of SCA compared to the pre-NIPT era. 

 

ABSTRACT 

 

Objective 

To assess the impact of non-invasive prenatal testing (NIPT) on trends in the prenatal 

diagnosis of sex chromosome aneuploidy (SCA) in a population with >73,000 annual births. 

 

Method 
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Retrospective population-based cohort study from 1986-2016 of all women undergoing 

prenatal diagnosis before 25 weeks gestation in the Australian state of Victoria. Statistical 

significance was tested using the chi-square test for trend or proportions. 

 

Results 

There were 2,043,345 births and 842 SCA diagnoses from 1986-2016. The percentage of 

prenatal diagnostic tests leading to a SCA diagnosis increased significantly from 0.95% in 

2010 to 2.93% in 2016 (p <0.001) but due to a concurrent decline in testing, the annual 

prenatal diagnosis rate of SCA remained stable at 4.4/10,000 births. Among confirmed fetal 

SCAs the most common indication for testing in 1986 was advanced maternal age (63%); in 

2016 it was high risk NIPT (49%). 

 

Conclusion 

SCAs now make up an increasing proportion of prenatal diagnostic results but due to the 

overall decline in diagnostic testing, the prenatal prevalence as a percentage of births 

remained steady. The ascertainment of fetal SCA has evolved from an incidental finding after 

testing for increased risk of trisomy 21, to a diagnosis obtained after suspected SCA on NIPT. 

 

Keywords: 

Prenatal screening, prenatal diagnosis, sex chromosome aneuploidy, non-invasive prenatal 

testing 
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MAIN TEXT 
 

Introduction 

Noninvasive prenatal testing (NIPT) based on cell-free DNA (cfDNA) in maternal plasma is 

now well-established as the most accurate screening test for common autosomal 

aneuploidies such as trisomy 21 (Down syndrome), surpassing the performance of standard 

screening with combined first trimester screening (CFTS).1 Until recently, fetal sex 

chromosome abnormalities were usually detected incidentally in the context of a diagnostic 
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test for an increased risk of autosomal aneuploidy.2 However, cell-free DNA-based screening 

has created novel opportunities for targeted screening for sex chromosome aneuploidy 

(SCA).3-7 

  

The most common SCAs include 45,X (monosomy X or Turner syndrome) and the sex 

chromosome trisomies: 47,XXY (Klinefelter syndrome), 47,XXX (triple X syndrome) and 

47,XYY (XYY syndrome). Individuals with these conditions may experience impaired fertility, 

as well as characteristic physical features and developmental delay.8 Despite having a 

combined prevalence greater than that of trisomy 21,9 SCAs have not been traditionally 

included in prenatal screening programs. While some experts advocate the benefits of 

prenatal detection of SCA,10 these abnormalities do not clearly fulfill the World Health 

Organisation criteria for disease screening11 because of the frequently mild phenotype, 

coupled with uncertainty over the benefits of early treatment.12  

 

A joint position paper13 compiled by the European Society of Human Genetics and the 

American Society of Human Genetics recommends against routine screening for SCA with 

NIPT. The International Society of Prenatal Diagnosis and the Royal Australian and New 

Zealand College of Obstetricians and Gynaecologists also recommend that SCA screening 

should be optional and only performed with informed consent.14,15 Despite the cautious 

attitude of professional societies, it is apparent that many pregnant women are being 

screened for these conditions in their fetus. A 2016 survey conducted by UK-based external 

quality assessment organizations found that almost half of the 3000 laboratories performed 

NIPT for SCA,16 and a single-centre study included SCA screening in 98% of NIPT assays.17  

 

Wide variations in the prenatal detection of SCA have been reported across European 

congenital anomaly registries, reflecting national differences in prenatal screening 

approaches, as well as organization and cultural factors.18 In the pre-NIPT era, less than 50% 

of expected SCA were diagnosed during pregnancy.19,20 Assessing trends in the prenatal 

diagnosis of SCA is important from a public health perspective because there may be 

implications for clinical practice and genetic counselling services, as well as for allocation of 

resources for obstetric and paediatric care. Our epidemiological study aimed to assess state-

wide trends in the prenatal diagnosis of SCA through amniocentesis or chorionic villus 

sampling, particularly focusing on the years before and after the introduction of NIPT in 2013. 

We hypothesized that the annual prevalence rate of prenatal SCA would have increased after 

2013 due to the widespread availability of X and Y chromosome assessment with NIPT. 
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Methods 

This was a retrospective study including all women undergoing amniocentesis or chorionic 

villus sampling < 25 weeks gestation from 1986-2016 in the Australian state of Victoria. The 

Victorian Prenatal Diagnosis Database collects cytogenetic data from four laboratories in 

Victoria: Victorian Clinical Genetics Services, Monash Medical Centre, Australian Clinical 

Laboratories and Melbourne Pathology. This dataset has been described in detail 

elsewhere.21 The data obtained for each record included postcode, date of test, gestational 

age, maternal age, indications for testing, type of diagnostic procedure, karyotype or 

microarray result, singleton or multiple pregnancy. Chromosome analysis was performed 

either by G-banded karyotype or increasingly from 2013 onwards, chromosomal microarray. 

Tests involving a multiple pregnancy or repeat test during the same pregnancy were 

condensed into a single record.  

  

Data on total numbers of tests performed per year and total major chromosome abnormalities 

were extracted. Major chromosome abnormalities were defined as: autosomal trisomies, 

autosomal monosomies, SCA, polyploidies, unbalanced rearrangements, level III mosaics 

and pathogenic copy number variants (CNVs). Pathogenic CNVs have previously been 

defined as those that encompass a region implicated in a well-described abnormal 

phenotype.22 Minor chromosome abnormalities were balanced rearrangements and CNVs of 

uncertain or unknown significance (VOUS).23 

 

Records relating to abnormalities involving one or both sex chromosomes were examined in 

detail. Whole chromosome SCAs (including those with co-existent autosomal abnormalities) 

were used to calculate the rate of prenatally diagnosed SCAs amongst total live births, total 

prenatal diagnostic tests, and total chromosome abnormalities. Means for maternal age, 

gestational age and numbers of amniocentesis and CVS were also calculated for whole 

chromosome SCA results. Other abnormalities involving sex chromosomes including Level III 

mosaics, CNVs, structural chromosome rearrangements, and confined placental mosaicism 

were tabulated separately and not included in statistical analysis. 

 

Indications for diagnostic testing for women with a confirmed diagnosis of whole chromosome 

SCA were analyzed to assess trends in ascertainment of SCA. Indications were provided by 

the clinical referrer and included: advanced maternal age (AMA) (>37 years old), abnormal 

ultrasound findings, combined first trimester screening result (CFTS), non-invasive prenatal 

testing result (NIPT), second trimester serum screening result (STS, also known as the 

‘quadruple test’), and ‘other’ indication (history of a chromosomal abnormality in a parent or 
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previous child, single gene test, history of a neural tube defect, suspected uniparental disomy, 

any other indication), and ‘unknown’. Indications were reported for the entire study period as 

well as the individual years of 1986, 1996, 2006 and 2016 to give representative cross-

sections of the different eras of prenatal screening. 

 

Data on individual SCA karyotypes were also analyzed, including the indications for different 

types of SCA. Median numbers of individual karyotypes as a percentage of all prenatal SCA 

diagnoses were calculated.  

 

Annual numbers of Victorian births were obtained from the Australian Bureau of Statistics and 

used to calculate the rate of prenatal SCA diagnoses per 10,000 live births. 

 

Descriptive analyses were performed using Stata 14.2 (StataCorp. 2017. Stata Statistical 

Software: Release 14.2. College Station, TX: StataCorp LP). To highlight long-term trends in 

graphical display, each data point was calculated as a three year moving average, by 

obtaining the mean number of SCA for the data point for each year and the two subsequent 

years.  

 

Trends were analyzed across the entire 31-year study period, as well as the period from 

2010-16. This contemporary era was selected for two reasons: (1) It represents the 

immediate years before and after NIPT was introduced into clinical practice, and (2), the 

population uptake of all forms of aneuploidy screening amongst pregnant women was 

comparatively stable (over 70%). PRISM 6 Version 6.0h was used to determine statistical 

significance using the 𝜒2 test for trend, and defined as a p value <0.05.  

 

This study was approved by the Royal Children’s Hospital Human Research Ethics 

Committee (Reference No. 31135B) and the Monash Health Human Research Ethics 

Committee (Reference No. 12063B). 
  

Results 

There were 2,043,345 births, 116,613 prenatal diagnostic tests and 842 prenatal SCA 

diagnoses during the 31-year study period (Table 1).  Overall, the annual number of prenatal 

SCA diagnoses increased over the study period (median 29), plateauing after 2006 (n = 41) 

before peaking again in 2016 (n = 43) (Figure 1a).  
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The annual number of total prenatal diagnostic tests increased during the first half of the 

study period up until 1998, before falling to the lowest number in 2016 (Figure 1a). The 

percentage of diagnostic tests resulting in a prenatal SCA diagnosis increased significantly 

over the 31-year period (𝜒2 trend = 90.4, p <0.001). The steepest increase occurred from 

2010-2016, when SCAs as a proportion of all procedures rose from 0.95% to 2.93% (𝜒2 trend 

= 32.83, p <0.001) (Figure 1b).  

 

The annual rate of SCA per 10,000 births increased over the 31-year study period in line with 

trends in absolute numbers (𝜒2 trend = 31.95, p <0.001) but remained steady between 2010 

and 2016 at 4.4 SCA per 10,000 births (1 in 2381 births) (𝜒2 trend = 0.06, p = 0.80) (Figure 2).    

 

Overall, the number of SCAs as a percentage of total major chromosomal abnormalities 

(Supplemental Figure 1) decreased significantly over the study period (𝜒2 = 49.28, p <0.001) 

and from 2010-16, the percentage remained steady (𝜒2 = 0.20, p = 0.65). Since 2011, SCA 

has made up less than 12% of all major chromosomal abnormalities each year. 

 

Primary indications for diagnostic testing in confirmed cases of prenatal SCA (Figure 3) 

changed over the 31-year study period. The most common indication for testing in 1986 was 

AMA (63%), followed by ‘other indication’ (25%) and abnormal ultrasound findings (13%). In 

both 1996 and 2006, the most common indication for testing was ultrasound abnormality. 

NIPT as a percentage of indications for diagnostic testing in SCA cases increased sharply 

following its introduction in 2013. By 2016 NIPT was the most common indication, responsible 

for almost half of SCA diagnoses (49%), despite only making up 17% of indications for total 

tests in that year. Ultrasound abnormality was the second most common indication (37%), 

followed by CFTS (9%). 

 

45,X was the most common SCA diagnosis across the study period (median 53%), followed 

by 47,XXY (median 23%), 47,XXX (median 15%) and 47,XYY (median 10%). These 

percentages remained stable after the introduction of NIPT. Annual diagnoses of individual 

SCA karyotypes are presented in Supplemental Figure 2. 

 

For the total study period, 45,X as a percentage of all SCAs by procedure type was 67.3% 

(303/450) of all CVS, and 38.3% (150/391) of all amniocentesis. When the pre-NIPT vs NIPT 

periods were compared, there was no significant difference in 45,X as a percentage of all 

SCAs by procedure type (78.6% of SCA abnormalities on CVS in the pre-NIPT era vs 84.7% 
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during the NIPT era, p = 0.34). The median age of women with a prenatal diagnosis of 45,X 

was 31 years (range 16-47) and for all other SCAs was 38 years (range 18-50).  

 

Discussion  

Our study represents the first population-based study assessing the impact of NIPT on the 

prenatal diagnosis of SCA. We had access to a unique and comprehensive data set 

containing all cytogenetic data collected in the state since 1976.  Like other authors24 we 

predicted the annual number of prenatal SCA diagnoses would increase in the NIPT era, 

however this was not confirmed in our study. What we did find was that SCAs now make up a 

significantly greater proportion of all diagnostic tests performed, though the contemporary rate 

of detection remains steady at 4.4 per 10,000 births. These findings are explained by the 

declining number of diagnostic tests being performed each year and the associated decline in 

SCA cases ascertained incidentally after high risk CFTS or for advanced maternal age. 

 

The overall decline in amniocentesis and CVS observed over the past decade in our 

population has been reported in detail previously.23 A major contributing factor to this decline 

in diagnostic testing is the increasing uptake of NIPT and the subsequent reduction in false 

positive trisomy 21 screening results. Despite the inclusion of SCA in the majority of NIPT 

panels offered in Victoria, SCAs made up a smaller proportion of total chromosomal 

abnormalities diagnosed via invasive testing in the NIPT era compared with previously. This 

was due to the concurrent rise in the detection of autosomal aneuploidies and pathogenic 

copy number variants over the same period.23 

 

It has been previously established that the prevalence of prenatally diagnosed SCA is higher 

in countries with high prenatal detection rates of trisomy 21.18 Of particular interest in our 

study were the changing indications for diagnostic testing in confirmed cases of SCA. In our 

population, advanced maternal age was the predominant indication for the ascertainment of 

prenatal SCA in the late 1980s, with abnormal ultrasound finding becoming the main 

indication from the 1990s and CFTS in the late 2000s. Importantly, none of these screening 

methods specifically test for SCA, except where an ultrasound finding of cystic hygroma may 

raise suspicion of 45,X. Although maternal age is known to be associated with the sex 

chromosome trisomies25 – also confirmed in our results – detection of trisomy 21 is the 

primary rationale for offering diagnostic testing for advanced maternal age. Therefore, 

traditional pre-test counselling prior to diagnostic testing would have been unlikely to provide 

information about SCAs. By 2016, almost one half of women had diagnostic testing because 
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of a high risk SCA result on NIPT, meaning that the diagnosis is increasingly anticipated, 

rather than being an “incidental” finding after trisomy 21 screening.  

 

Not surprisingly, NIPT played a more important role in the diagnosis of the sex chromosome 

trisomies than for 45,X. Ultrasound abnormality has remained the main indication for 

diagnostic testing in fetuses with 45,X due to its well-recognised association with cystic 

hygroma, fetal hydrops and enlarged nuchal translucency. In contrast, NIPT detected the 

majority of 47,XXY cases from 2014 onwards (5/10 in 2014, 5/7 in 2015, 7/8 in 2016). 47,XXY 

is not associated with a specific prenatal or newborn phenotype and it is estimated that 

approximately 50% of males with this condition go undiagnosed in Victoria.20 Current 

recommendations for the care of children with a prenatal diagnosis of 47,XXY are that they 

undergo comprehensive developmental assessments at 9-15 months, 18-24 months and 30-

36 months.26 Therefore, prenatal screening for 47,XXY opens up new possibilities for early 

intervention and anticipatory care as well as challenges for individuals, families and health 

professionals that require careful consideration.27 

 

The findings of this population-based study have important implications for clinical practice. A 

dramatic shift has occurred in the group of women receiving a diagnosis of fetal SCA, with 

subsequent changes in pre-test genetic counselling requirements. Patient knowledge of the 

possible physical, cognitive and behavioural issues related to SCA, when compared to 

autosomal conditions such as trisomy 21, is limited.28 Moreover, a high proportion of women 

are uncertain whether they would have diagnostic confirmation after a high risk NIPT result.29 

Ensuring timely access to suitably-qualified health professionals after a high risk NIPT result 

for a SCA is crucial to the ethical provision of prenatal screening services, as the quality of 

information is known to influence parental decisions to continue with a pregnancy or 

terminate.30 

 

One important limitation of our study is the incomplete data on women undergoing NIPT. This 

is due to the lack of a central data collection for NIPT, which has multiple commercial and 

non-profit providers in our population. Due to the fragmented nature of this data we were 

unable to assess the uptake of screening for SCA using NIPT or the proportion of women with 

a high risk NIPT result that proceeded to diagnostic testing. We were also unable to obtain 

individual pregnancy outcomes in our study population, and therefore could not determine the 

perinatal outcomes and termination of pregnancy rates. While these missing data would have 

added valuable insights into the use of NIPT for SCA screening in our population, it was not 
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feasible to obtain these data for our study period due to restrictions in data sharing and ethics 

approval.  
 

Conclusion 

Prenatal detection of SCA is an increasingly important consideration for health professionals 

and women electing to have prenatal diagnoses in the NIPT era. Although the annual rate of 

prenatal SCA diagnoses has remained steady in recent years, SCAs now make up a greater 

proportion of outcomes from all diagnostic tests. A prenatal diagnosis of SCA is now less 

likely to be an incidental finding after diagnostic testing for increased risk of autosomal 

aneuploidy, but most commonly an anticipated outcome based on NIPT result. This has 

important implications for genetic counselling and clinician education. 

 

REFERENCES 

1. Gil M, Quezada M, Revello R, et al. Analysis of cell-free DNA in maternal blood in 

screening for foetal aneuploidies: updated meta-analysis. Ultrasound Obstet Gynecol. 

2017. Epub ahead of print. doi:10.1002/uog.17484.  

2. Sagi M, Meiner V, Reshef N, et al. Prenatal diagnosis of sex chromosome aneuploidy: 

reasons for high rates of pregnancy termination. Prenat Diagn. 2001;21:461-5. 

doi:10.1002/pd.78. 

3. Porreco RP, Garite TJ, Maurel K, Marusiak B, Obstetrix Collaborative Research N, 

Ehrich M, et al. Noninvasive prenatal screening for fetal trisomies 21, 18, 13 and the 

common sex chromosome aneuploidies from maternal blood using massively parallel 

genomic sequencing of DNA. Am J Obstet Gynecol. 2014;211(4):365.e1-12.  

4. Lau T, Chen F, Pan X, et al. Noninvasive prenatal diagnosis of common fetal 

chromosomal aneuploidies by maternal plasma DNA sequencing. J Matern Fetal 

Neonatal Med. 2012;25:1370-74.  

5. Shaw S, Hsiao C, Chen C, et al. Noninvasive prenatal testing for whole fetal 

chromosomal aneuploidies: a multicenter prospective cohort trial in Taiwan. Fetal Diagn 

Ther. 2014;35:13-17. doi:10.1159/000355407.  

6. Nicolaides K, Syngelaki A, Gil M, et al. Validation study of maternal blood cell-free DNA 

testing by targeted sequencing of single-nucleotide polymorphisms at chromosomes 13, 

18, 21, X, and Y. Prenat Diagn. 2013;33:575-79.    

7. Mazloom AR, Dzakula Z, Oeth P, et al. Noninvasive prenatal detection of sex 

chromosome aneuploidies by sequencing circulating cell-free DNA from maternal 

plasma. Prenat Diagn. 2013;33:591-597.  

This article is protected by copyright. All rights reserved.



11 
 

8. Visootsak J, Graham JM. Klinefelter syndrome and other sex chromosomal aneuploidies. 

Orphanet Journal of Rare Diseases. 2006;1:42. doi:10.1186/1750-1172-1-42. 

9. Nielsen J, Wohlert M. Chromosome abnormalities found among 34,910 newborn 

children: results from a 13-year incidence study in Arhus, Denmark. Hum Genet. 

1991;87(1):81-3. 

10. Pieters JJ, Verhaak CM, Braat DD, et al. Experts’ opinions on the benefit of an incidental 

prenatal diagnosis of sex chromosomal aneuploidy: a qualitative interview survey. Prenat 

Diagn. 2012;32:1151-7. doi:10.1002/pd.3975.  

11. Wilson J, Jungner G. Principles and practice of screening for disease. Public Health 

Papers 34. World Health Organization: Geneva, Switzerland, 1968. 

http://apps.who.int/iris/bitstream/10665/37650/17/WHO_PHP_34.pdf. Accessed 4 July 

2017.  

12. Herlihy A, Halliday J, McLachlan R, et al. Assessing the risks and benefits of diagnosing 

genetic conditions with variable phenotypes through population screening: Klinefelter 

syndrome as an example. J Community Genet. 2010;1:41-6.  

13. Dondorp W, Wert G, Bombard Y, et al. Non-invasive prenatal testing for aneuploidy and 

beyond: challenges of responsible innovation in prenatal screening. European Journal of 

Human Genetics. 2015;23:1438-50.  

14. Benn P, Borrell A, Chiu RWK, et al. Position statement from the Chromosome 

Abnormality Screening Committee on behalf of the Board of the International Society for 

Prenatal Diagnosis. Prenat Diagn. 2015;35(8):725-34. doi:10.1002/pd.4608.  

15. RANZCOG. Joint HGSA/RANZCOG Statement. Prenatal screening and diagnosis of 

chromosomal and genetic conditions in the fetus in pregnancy (C-Obs 59). May 2016; 1-

37.  

16. Karow J. New NIPT Reporting Guidelines, Pilot Quality Scheme Aim to Set Standards for 

Expanding Field [Internet]. Genome Web; 2017 Jun 6 [cited 2017 Jun 11]. Available 

from: https://www.360dx.com/molecular-diagnostics/new-nipt-reporting-guidelines-pilot-

quality-scheme-aim-set-standards-expanding  

17. Yarnall S, Paolino N, Canteenwalla U, et al. Non-invasive prenatal screening: is clinical 

practice going beyond the guidelines? American Journal of Obstetrics and Gynecology. 

2017;216 (1 Supplement 1):S146-S7.  

18. Boyd PA, Loane M, Garne E, et al. EUROCAT working group. Sex chromosome 

trisomies in Europe: prevalence, prenatal detection and outcome of pregnancy. Eur J 

Hum Genet. 2011;19(2):231-4. doi:10.1038/ejhg.2010.148. 

19. Viuff MH, Stochholm K, Uldbjerg N, Nielsen BB. Danish Fetal Medicine Study Group, 

Gravholt CH. Only a minority of sex chromosome abnormalities are detected by a 

This article is protected by copyright. All rights reserved.



12 
 

national prenatal screening program for Down syndrome. Hum Reprod. 

2015;30(10):2419-26. doi:10.1093/humrep/dev192. 

20. Herlihy AS, Halliday JL, Cock ML, McLachlan RI. The prevalence and diagnosis rates of 

Klinefelter syndrome: an Australian comparison. Med J Aust. 2011;194(1):24-28.  

21. Hui L, Muggli EE, Halliday JL. Population-based trends in prenatal screening and 

diagnosis for aneuploidy: a retrospective analysis of 38 years of state-wide data. BJOG. 

2016;123(1):90-7.     

22. Wapner RJ, Martin CL, Levy B, et al. Chromosomal microarray versus karyotyping for 

prenatal diagnosis. N Engl J Med. 2012;367(23):2175–84. 

doi:10.1056/NEJMoa1203382.  

23. Hui L, Hutchinson B, Poulton A, Halliday J. Population-based impact of noninvasive 

prenatal screening on screening and diagnostic testing for fetal aneuploidy. Genet Med. 

2017. doi:10.1038/gim.2017.55.  

24. Mennuti M, Chandrasekaran S, Khalek N, Dugoff L. Cell-free DNA screening and sex 

chromosome aneuploidies. Prenat Diagn. 2015;35:980-5. doi:10.1002/pd.4639. 

25. Ferguson-Smith MA, Yates JR. Maternal age specific rates for chromosome aberrations 

and factors influencing them: report of a collaborative European study on 52965 

amniocenteses. Prenat Diagn. 1984;4:5-44. 

26. Davis S, Howell S, Wilson R, et al. Advances in the Interdisciplinary Care of Children 

with Klinefelter Syndrome. Adv Pediatr. 2016;63(1):15-46. 

doi:10.1016/j.yapd.2016.04.020. 

27. Samango-Sprouse C, Keen C, Sadeghin T, Gropman A. The benefits and limitations of 

cell-free DNA screening for 47,XXY (Klinefelter syndrome). Prenat Diagn. 2017;37:497-

501. doi:10.1002/pd.5044.  

28. Agatisa PK, Mercer MB, Leek AC, et al. A first look at women's perspectives on 

noninvasive prenatal testing to detect sex chromosome aneuploidies and microdeletion 

syndromes. Prenat Diagn. 2015;35(7):692-8.  

29. Lau TK, Chan MK, Salome Lo PS, et al. Non-invasive prenatal screening of fetal sex 

chromosomal abnormalities: perspective of pregnant women. J Matern Fetal Neonatal 

Med. 2012;25(12):2616-9.  

30. Brun J, Gangbo F, Wen Z, et al. Prenatal diagnosis and management of sex 

chromosome aneuploidy: a report on 98 cases. Prenat Diagn. 2004;24:213-8. 

doi:10.1002/pd.834.  

 

FIGURE LEGENDS 

 

This article is protected by copyright. All rights reserved.



13 
 

Figure 1a. State-wide annual numbers of total diagnostic tests and confirmed sex 

chromosome aneuploidies (1986-2016). 
 

For graphical display, annual numbers of sex chromosome aneuploidies are presented as 3-

year moving averages. 

SCA, sex chromosome aneuploidy 

 

Figure 1b. Percentage of all diagnostic tests resulting in sex chromosome aneuploidy 

(1986-2016). 

 

For graphical display, all percentages are presented as 3-year moving averages. 

SCA, sex chromosome aneuploidy 

NIPT, non-invasive prenatal testing 

 

Figure 2. Annual rate of prenatal sex chromosome aneuploidies per 10,000 births 

(1986-2016). 

 

For graphical display, all rates are presented as 3-year moving averages. 

SCA, sex chromosome aneuploidy 

NIPT, non-invasive prenatal testing 

 

Figure 3. Primary indications for diagnostic testing as a percentage of total tests 

among confirmed prenatal sex chromosome aneuploidies (1986-2016).  

 

For graphical display, all indications except NIPT are presented as 3-year moving averages. 

SCA, sex chromosome aneuploidy 

NIPT, non-invasive prenatal testing 

CFTS, combined first trimester screening 

US, ultrasound 

AMA, advanced maternal age (>37 years) 

 

† “Second trimester serum screening” and “unknown” indications constituted <10% of all 

indications annually throughout the study period and are not depicted in this figure. 

 

SUPPLEMENTAL DATA 
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Supplemental Figure 1. Prenatal sex chromosome aneuploidies as a percentage of 

total major chromosomal abnormalities (1986-2016). 

 

SCA, sex chromosome aneuploidy 

NIPT, non-invasive prenatal testing 

 

Supplemental Figure 2. Annual prenatal sex chromosome aneuploidies as individual 

karyotypes (1986-2016).  

 

For graphical display, all annual diagnoses are presented as 3-year moving averages. 

SCA, sex chromosome aneuploidy
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Table 1. Summary statistics of all fetal sex chromosome abnormalities diagnosed in Victoria from 1986-2016. 
Whole sex chromosome aneuploidy 
Total diagnoses (n) 842 
Maternal age in years (mean) 34 
Gestational age in weeks (mean, 
range) 14 (9,24) 

Total diagnostic tests for confirmed 
fetal SCA† (n, %) 

Chorionic villus sampling 450 (53.4%) 
Amniocentesis 391 (46.4%) 

Karyotype for confirmed fetal SCA (n, 
%) 

45XO‡  454 (53.9%) 
47XXY§ 189 (22.5%) 
47XXX 129 (15.3%) 
47XYY 65 (7.7%) 

Other 3 (0.4%) 
Unspecified sex 

chromosome aneuploidy 2 (0.2%) 

Indications (% total tests for 
confirmed fetal SCA)‖ 

Ultrasound findings  47% 
Advanced maternal age 

(>37 years old) 21% 

Combined first trimester 
screening 16% 

Other 8% 
Second trimester 

screening 3% 

Non-invasive prenatal 
testing 5% 

Confirmed fetal SCA with co-existent 
autosomal abnormality (n) 

Major abnormality 28 
Minor abnormality 15 

Other sex chromosome abnormalities 
Confined placental mosaicism (n) 42 
Level III mosaic¶ (n) 285 
Other abnormalities (n) 127 

† There was 1 unknown procedure (0.12%).  
‡ In twin pregnancies where SCA was diagnosed in both fetuses this was coded as one SCA diagnosis (the more 
prevalent SCA e.g. 45XO). 
§ 48XXXY karyotype was coded as 47XXY karyotype due to the similar phenotype. 
‖ There w ere 2 unknow n indications (0.24% ).  
¶ There was 1 twin pregnancy where a LIII mosaic was diagnosed in both fetuses. This was coded as a single LIII 
mosaic diagnosis. 
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